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Abstract: The interaction effect between farpiravir, a candidate drug for the treatment of novel coronavirus infection, and human se-

rum albumin (HSA) and its mechanism were investigated under simulated human physiological conditions. Ultraviolet-visible ab-

sorption spectrum was used to observe the changes of absorbance intensity before and after the interaction between farpiravir and

HSA. The quenching mechanism and related parameters of the interaction between the favipiravir and HSA were studied by the fluo-

rescence spectrometry. The effect of favipiravir on HSA conformation was explored by the synchronous fluorescence spectrometry.

The changes of the secondary structure of favipiravir before and after the interaction with HSA were evaluated by the circular dichro-

ism spectroscopy. Spectroscopic results showed that favipiravir could interact with HSA, which resulted in the fluorescence quench-

ing of HSA. Meanwhile, the quenching mechanism was mainly static quenching. The conformation and secondary structure of HSA

were changed, and the spiral structure of HSA was looser after reacting with favipiravir. The results demonstrated that favipiravir

had a toxic effect on HSA. It is of great theoretical and practical significance to construct the interaction information system between

farpiravir and HSA for understanding the mechanism of farpiravir and designing new antiviral drugs.
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Fig.1 The molecular structure of favipiravir (CsH,FN;0,)
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Fig. 2 Ultraviolet-visible absorption spectra of favipiravir at different concentrations and Ultraviolet-visible absorption spectra of

different concentrations of favipiravir with HSA

(a) Ultraviolet-visible absorption spectra of favipiravir at different concentrations, cys, (17>5)=(0. 0.67, 1.03, 3.30, 6.70) x 107> mol-L™";

(b) Ultraviolet-visible absorption spectra of interaction between different concentrations of favipiravir and HSA (pH 7.4, at 298K), cysy =
1.00 x 10~ mol-L ", Cpyipiravir (179) = (0.33, 0.50, 0.67, 0.83, 1.03, 1.67, 3.33, 5.00, 6.67) x 10~° mol-L ",
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Fig. 3 Fluorescence spectra of interaction between different concentrations of favipiravirand HSA at 298 K (a), 306 K (b) and 310 K (¢)
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Table 2 Binding constant and number of binding site of the

favipiravir and HSA interactions between favipiravir and HSA
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Fig. 6 Synchronous fluorescence spectra of the interactions between favipiravir and HSA at 298 K
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