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(8 E BB BB X T ae M8 AL K BRL45 1 A U/ N S A R MicroRNA (miRNA ) — {5 1 4% 5 4% B2 (messenger ribo-
nucleic acid, mRNA) KL WYFEM . F7i% K 18 H SPF 44 SD K BRBEHL /3 %t BRZH BERIZH FNGY T4 . BT ARy T s T 5
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(hematoxylin—eosin, HE) Y& (AR A BREE A 22 , 25 W A BLE AT 5 S AL Y , S5 A 98 Y R it 336 7 SR 3R B I (el time quanti-
tative reverse transcription PCR, RT—qPCR) BT 5 25 5L . 45 5%« 55 X% JRZH LA, A8 700 A K B o b S (s o e T i A 4 (=
341.909, P<0.001) , 248 ik 5 B 5 v/ (F=116.800,86.502, P<0.001 ) , 2% & 7K 4t 1 5 A% (F=234.897 .388.500, P<0.001) ;
/N IR 2R ) AR (F=5 249.009, P<0.001) ; K BRES A ZURAE I . SRR LA, 167 ALK S S8 1kt B 1l 4
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P<0.001) ;/NMaHETE R BT (F=5 249.009, P<0.001) , 254 210K WL BRAE . BA 3345 miRNA-mRNA P46 35515
B RACAE o 5 Sl e L0 1k 11 541422 7 R A9 mRNA (241 4 F A 3004~ 13D , 17 1~ 22 R R K A miRNA (124> F 154~
L) (P<0.05), AL (gene ontology, GO)TAESIHT & B 25 57 2235 19 mRNA-miRNA 2L AN . Bt b3 BR 5 5E
20 H B4 45 (Kyoto Encyclopedia of Genes and Genomes , KEGG ) & #2380 I 43 #7 & Bl 22 7 238 19 mRNA EE BT cGMP-PKG 15
S BEFT cCAMP S 5B B . S50 BEWAIRYT 08D T R BRHEME S ], 3500 T R BRUHE A O A5, B oD TR RS KR B T
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[ Abstract] Objective : To investigate the effect of Zengye Decoction on the expression of microRNA (miRNA ) —messenger ribonucleic

acid (mRNA) in colon tissue of rats with functional constipation. Methods : A total of 18 specific pathogen—free Sprague—Dawley rats

were randomly divided into control group, model group, and treat-
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G 6 B o 6 T B B 8 R ment group. The rats in the model group and the treatment group
EEES &5 30, Email : Txg668nc@sohu.com., were given compound diphenoxylate suspension for constipation
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(2025-04-10) was recorded, and colon tissue samples were collected. HE staining

treatment, and those in the treatment group were treated with

Zengye Decoction for 7 days after modeling. The condition of feces
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was used to observe the colonic lesions of rats, transcriptome sequencing was performed for colonic tissue, and RT-qPCR was used to
verify the results of sequencing. Results: Compared with the control group, the model group had a significantly longer time for first
black stool excretion(#=341.909, P<0.001) and significant reductions in the number of fecal particles (F=116.800,86.502, P<0.001),
fecal water content (F=234.897,388.500, P<0.001) , and small intestine propulsion rate (#=5249.009, P<0.001) , with marked patho-
logical changes of colon tissue. Compared with the model group, the treatment group had a significant reduction in the time for first
black stool excretion(F=341.909, P<0.001) and significant increases in the number of fecal particles on day 14(F=116.800, 86.502, P
<0.01) , fecal water content (F=234.897, 388.500, P<0.001) , and small intestine propulsion rate (F=5249.009, P<0.001) , with no
marked pathological changes of colon tissue. Zengye Decoction induced the change in the miRNA-mRNA network expression profile in
colon tissue. Transcriptome sequencing identified 541 differentially expressed mRNAs (241 downregulated mRNAs and 300 upregu-
lated mRNAs) and 17 differentially expressed miRNAs (12 downregulated miRNAs and 5 upregulated miRNAs) (P<0.05). The GO
functional analysis showed that the differentially expressed mRNAs—miRNAs were mainly enriched in cells ,and the KEGG pathway en-
richment analysis showed that the differentially expressed mRNAs were mainly enriched in the cGMP-PKG signaling pathway and the
cAMP signaling pathway. Conclusion : Zengyou Decoction can reduce the defecation time of rats, increase the number of fecal particles
and fecal water content, improve the intestinal motility of rats, and change the miRNA-mRNA network expression in the colon, thereby
improving constipation in rats.
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A miRNA  : rno-miR—-1298 . rmo—miR-216b-5p .rno-miR~-
216b=3p.rmo—miR-217-5p.rno-miR-547-3p .rno-miR-216a-
Sp. rno—miR-216a-3p . rno-miR-1193-3p. rno—miR-144-3p

(F4; B 2D~F) . P22 57 3215 miRNA 245 ro-miR-18a-
5p.rmo—miR-10a—5p . rno—miR-10b—5p . rno-miR-1298 (% 5;
BI2D~F). [, ABF5EHEAT T RT-qPCR Bk (&3)

E
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XoF HEZH TR biepag | E: a, 5% BRI, P<0.001;
A KRG HHSHE A, b, SEAIHNTHE, P<0.001
B. K& AR
B HMERARLEHELZERSHZM (x +5,n=6)
F2 MREAMEBHEERERERRIE
id baseMean baseMean_X 41 baseMean_f&#12  foldChange (BLAIZ/XIfE4])  log2FoldChange
Hoxb13 167.583023 334.995268 0.17077802 0.000509792 -10.93780269
LOC286960 3411.33907 6818.552172 4.125967495 0.000605109 -10.69051726
LOC103690354 1271.404178 2541.251128 1.557227765 0.00061278 -10.67234326
Cela3b 14040.35445 28063.16774 17.54116445 0.00062506 -10.64371763
Ragl 5.756361283 0.259459269 11.2532633 43.37198409 5.438691537
Sle10a2 8.230000048 0.389188904 16.07081119 41.29308681 5.367828364
Defall 2.613383814 0.129729635 5.097037994 39.28969668 5.296079125
Muc20 2.868533627 0.170305905 5.56676135 32.68683705 5.030637876
®3 RITHERAERERRIA
id baseMean baseMean_f5 121 baseMean_JAJ74H  foldChange (GA¥ 7 ZH/MEHI4H ) log2FoldChange
LOC103690108 240.6652456 480.9834543 0347036913 0.000721515 ~10.43668243
Ly49s7 329319207 0.17210019 6.41428395 37.27063833 5219967623
F4 MREAMEBAERERRIE
id baseMean baseMean_X IR 2] baseMean_#5 7 2] foldChange (B IZH /X JBZH)  log2FoldChange
rno—miR-1298 8.528890641 14.68627167 2.371509617 0.161477989 —-2.630590568
rmo-miR-216b-5p 87.96126367 175.6353481 0.28717923 0.001635088 -9.256416102
rno—miR-217-5p 674.663666 1342.044581 7.282751792 0.005426609 —7.525733205
rno—miR-547-3p 9.85815143 14.27919766 5.437105208 0.380771059 —-1.393004267
rno—miR-216a-5p 48.6976923 96.81696574 0.578418814 0.005974354 -7.387001592
rno—miR-216a-3p 25.7973244 51.40963102 0.18501778 0.003598893 —-8.118230931
rno-miR-1193-3p 5.47608961 7.554429298 3.397749926 0.44976924 —1.152743096
rno—miR-18a-5p 19.6005572 12.97093095 26.23018346 2.022228285 1.015945869
rno—miR-10a-5p 110005.419 63219.51788 156791.3211 2.480109409 1.310403766
rno—miR-10b-5p 107459.454 64115.66099 150803.2473 2.352050108 1.233918795
R5 RITHMRBAERERRIE
id baseMean baseMean_f 14 baseMean_JA¥7 4l foldChange (JG¥7 /55714 ) log2FoldChange
rno—miR-144-3p 6.06521573 9.190567687 2.939863773 0.319878366 -1.644404672
rno—miR-1298 7.822784199 2.985631632 12.65993677 4.240287592 2.084162117
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