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KR, &R IEW ESC B3 T 2AEH 4. EMS 41 ESC 3 372 W 54 s 5 W 34k, O HLfdi FH 5 W 5L Ak 25 4y b 3t
J&, ESC i miR-205-5p mRNA Fik/KFEThm, 4iiErefe . amfe . RBHET, MMFAT-RE 1R (B P <
0.05 ). 2825 H EAWAR BRI (14 /)N UG BRZH /N B e T A R kLR B /N, miR-205-5p ik BRI (3 P < 0.05).
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Regulatory effect of miR-205-5p promoter methylation on endometrial stromal cell function in patients with
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[ Abstract] Objective To investigate the regulatory effect of miR-205-5p promoter methylation on endometrial stromal
cell (ESC ) function in patients with endometriosis ( EMS ) . Methods Endometrial tissue samples were collected from patients
pathologically diagnosed with EMS undergoing surgery in Zhujiang Hospital of Southern Medical University from October 2022
to December 2023. According to intraoperative and pathological results, all samples were divided into the control group (n =9,
without EMS lesions ) and EMS group (n = 9, with EMS lesions ) . Primary ESCs were extracted and isolated. Methylation-specific
polymerase chain reaction ( MSP ) was used to detect the methylation level of miR-205-5p promoter. RTPCR was used to evaluate the
effect of demethylation on the expression level of miR-205-5p. The regulatory effect of demethylation on ESC function was detected
by scratch wound healing, cell proliferation, cell apoptosis and Transwell assays, respectively. EMS mouse models were established
by subcutaneous seeding of human endometrial debris. All mouse models were divided into the demethylation and control groups.
Demethylating agents and normal saline were injected into abdominal cavity in these two groups, respectively. The lesion size and the
expression level of miR-205-5p were observed in two groups. Results  Normal ESC prompter was unmethylated. In the EMS samples,
the miR-205-5p promoter was methylated or hypomethylated. After demethylation, the expression level of miR-205-5p in the ESC

samples was significantly upregulated, the capability of cell migration, proliferation and invasion was significantly weakened, while
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the ability of cell apoptosis was significantly enhanced (all P < 0.05 ) . Compared with the control group, the lesion size was decreased
and the positive rate of miR-205-5p expression was increased in the demethylation group ( both P < 0.05) . Conclusion MiR-205-5p

promoter methylation is related to the regulation of ESC function in patients with EMS, which is probably involved with the incidence

and progression of EMS.
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BERAERVLE BEAT FARIGTT B4 BIE S0 15
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PR BERM R SH BRIV R B A0 B S D1 ik (L
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fL), 5595 24 h SRR AR 8235 95% LA Eisf, H]
Sk 76 A H 2B ELRIR S PBS PR 3 Ik, IMATE
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— BB ] A IR SR A LT RS 1B Lo AT R HUK
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IR A R e 2R T AR5 ) B o T R 25 B
DIRIIR IR I A
1.5.3  ZHAEIGTE L5
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ESC 418 ( 25 F 3L AbFHA ) Fik 28 2 1 3k fk Ak
FEAY ESC 40 (XTRRAL ), (H 420850 & -8
(cell counting kit-8, CCK-8 ) {&Kiill ESC 4 FH L .
K ESC B o A T 96 FLAR (3 000 4~/ 4L ),
TRFRA TR ER 12, 24, 48 h 5233 A CCK-8
VW10 wL, ZEREFRAL 1 450 nm K AR
W (D) A, FHHE 2 AN s %, 20
B3 = (D =D sen ) | (D =D 5w ) x 100%
1.5.4 YR TS5

B EMS 2048 10.0 pmol/L 5-Aza-dC 4bFH 7 d 1)
ESC 40 ( Z2H 3AbAbBRZE ) kg 25 A b Ab B
() ESC 4iifid (XFHRZ ), LU =NAI AR ESC I
T2, MIGFRFET G ZE M A A i, Wb A K
5, SRIFHIVE PBS b4 3 Yk, & £ MU 4R
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AL 1 min, A 2 AR A LA B 37 &
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B 5 min, 37 B WA PBS EEEAN 2 ¥X,
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1.5.5  4ffifRZ2505
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Kig% 12 h, HTCIME R SRS T B AN, 20 i 2%
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TEMAE 20% 541075 1) DMEM 15555 600 pL

&1 MiR-205-5p 5|55
Table 1 MiR-205-5p primer sequence

IR ¥ 5
A4S 1Y) miR-205-5p-M-F: 5'-GAGTTTAAGTTGCGTATGGAAGC-3’
miR-205-5p-M-R: 5'-AAACAAATATTTCTTTTATAATCCGAA-3’
E| R LY miR-205-5p-U-F: 5'-GGAGTTTAAGTTGTGTATGGAAGTG-3’

miR-205-5p-U-R: 5'-AAACAAATATTTCTTTTATAATCCAAA-3’
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FHZ H A 25 M Ab B S, MSP A I 2 AH R 1 5 3
TH ALK FAG, UL 1AL Bl 25 3Lk 25 )
I [v] 9 B2 6 2 18 i, miR-205-5p i 81 H K4k K
B WREAL, UL 1B, BFFE4L 9 B ESC, ATk
AL 25 A 3, ESC 9 miR-205-5p 2835 7K F-
BRI TR (P <0.001), WA 1C,
2.2 EHEALXT ESC BN
22,1 ESC BB b Rz 4 e
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3~5 d i, 10 FREANIES AR . SR e
JEUEE ESC AP R P AR B, TR Y
Uik PHPE RS, DL 2.
222 FHIEALG ESC ITRHE SR

KRR AR 56 46 I ESC 1T RS BE S, 4 B
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% ESC HIE R, SXFRadl by, KW b4 ESC
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223 EHIAIT ESC HEFRE TR
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Figure 1 MSP detection of miR-205-5p promoter methylation
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Figure 2 Identification of ESC and glandular epithelial cells ( x 200 )
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B3 XRAEMNI ESCEBEENNFIM ( x40)
Figure 3 Effect of demethylation on ESC migration ability ( x 40 )
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Figure 4 The effect of demethylation on the proliferation

ability of ESC
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Figure 5 The effect of demethylation on the apoptotic ability of ESC
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Figure 6 The effect of demethylation on cell invasion ability
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Figure 7 Volume of subcutaneous ectopic lesions in mice and expression of miR-205-5p in the lesions
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SR & A . K. G0 Huang 287 BF5E &K B, miR-

205-5p ] LA il S0 Ak 1 1 IG5 8 T 2 s S N
2 B0 ik LA 7 LA i 3 5B RTE A2 . Huang 55
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