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Abstract Objective To explore the expression levels and clinical significance of basement membrane genes in endometrial carcinoma
and the prognostic value of a prediction model. Methods The mRNA expression matrix and clinical data for endometrial carcinoma
were obtained from The Cancer Genome Atlas (TCGA) database,and basement membrane genes were obtained from a previous study.
Prognostic genes were screened using univariate and multivariate Cox regression analyses based on differentially expressed genes (DEGs).
A prognostic model was constructed , and the relationship of these genes with clinical factors was analyzed. The biological functions and
pathways of the DEGs were assessed using functional enrichment analyses. The mRNA expression of prognostic genes was verified using
real-time polymerase chain reaction (PCR). Results The prognostic model composed of ACHE,COLI2A1,and CD44 was significantly
associated with clinical factors. Real-time PCR results showed that the expression levels of ACHE and COLI2A1 mRNA differed signifi-
cantly between normal endometrial cells and endometrial carcinoma cells (P < 0.05) . Conclusion The constructed model based on three
basement membrane genes can accurately predict the prognosis of patients with endometrial carcinoma and provide potential targets for
clinical treatment.
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Fig.1 Heatmap of the top 30 differential basement membrane genes compared in endometrial carcinoma and normal endometrium
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A ,univariate Cox regression analyses; B, multivariate Cox regression analyses;C and D, distribution of survival status based on the median risk score; E,

ROC analysis to predict survival probability ; F', Kaplan-Meier analysis ; G, PCA analysis; H, progression-free survival analysis.
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Fig.2 Construction and evaluation of the basement membrane gene prognostic model
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A ,univariate Cox regression; B, multivariate Cox regression; C—E, differences in age (<65 years and =635 years), grade (high- and low-grade),and stage

(stage I + I and stage T + IV) between the two subgroups.
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Fig.3 Prognostic analyses combined with clinical factors
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Fig.4 Functional enrichment analysis
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