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Abstract ; This study aimed to investigate the pathogenic species of external otitis in part of pet dogs and cats in the Nanjing area. The sam-
ples of ear secretions were obtained the pets and examined by microscopy; and the pathogens were isolated, purified, and cultured by SDA
medium and modified Dixon medium. Next, molecular biological identification, homology analysis, and genetic evolution analysis were con-
ducted. The identification results showed that 10 strains of the bacteria were isolated, including 5 strains of Staphylococcus and 5 strains of
Bacillus, and 5 strains of fungi, all of which were Malassezia. The molecular biological identification, homology analysis, and genetic evolu-
tion analysis showed that Staphylococcus pseudointermedius and Bacillus venezensis existed in bacterial diseases and Malassezia pachydermatis
existed in fungal diseases. Taken together, Malassezia pachydermaiis was one of the fungal pathogens, and Staphylococcus pseudointermedius
and Bacillus venezensis were bacterial pathogens of external auditory canal inflammation in part of pet dogs and cats in the Nanjing area. These
results might serve as reference for the prevention and treatment of external auditory canal inflammation in pet dogs and cats in Nanjing.
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