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Serotype and antimicrobial resistance of Riemerella anatipestifer from
Dangshan Anhui Province from 2017 to 2023

SHI Mingzhen' , HAO Dongmin®, CUI Yingying', LIU Jintao', LIU Junfeng', HU Hui',
ZHANG Yue', CHEN Liying'*
(1. College of Animal Science and Veterinary Medicine, Henan Agricultural University, Zhengzhou 450046, China;
2. Qiangying Food Group, Dangshan 235300, China)

Abstract ; A total of 120 strains of Riemerella anatipestifer were identified from the samples of ducks from different farms in Dangshan, An-
hui Province from 2017 to 2023. Serotype identification showed that the most prevalent serotype was type 2, followed by type 11 and type 1.
From 2017 to 2023, 120 strains of Riemerella anatipestifer isolated from duck farms in Dangshan showed multi—antibiotic resistance, among
which the resistance rate to polymyxin B was 100%, the resistance rate to tetracycline was rather high (82.7%) , the resistance rate to cefo-
taxime was quite low (8.5%) , and the resistance rate to imipenem was 0. From 2017 to 2023, the resistance rate of the 120 strains of Ri-
emerella anatipestifer isolated from ducks in Dangshan to trimethoprim, kanamycin, tetracycline, ampicillin, enrofloxacin, florfenicol and
ciprofloxacin were increasing year by year. A multi—antibiotic resistant strain 2020118—AF27 was sequenced by whole genome and antimicro-
bial resistance gene analysis. Six different antibiotic resistance genes were detected, nine of which were consistent with the antibiotic resist-
ance phenotype. The genome sequence of the sequenced strain was analyzed by MLST database, and the ST type was ST222.

Keywords : Riemerella anatipestifer; serotype; antimicrobial resistance; resistance genes
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