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Abstract ; In order to conduct an epidemiological investigation of infectious bursal disease virus (IBDV) and to monitor changes in its dom-
inant epidemic genotypes, clinical material suspected to be infected with IBDV was tested in this study and the IBDV strains were then isola-
ted by finite dilution method. Subsequently, the genetic evolution analysis and pathogenicity analysis were carried out. The results showed that
two IBDV strains were successfully isolated from the positive disease materials in this study. The genetic evolution results showed that the
HN-2022-1 strain belonged to the classic strain, and its VP2 protein hypervariable region had the molecular markers of the classic strain.
The AH-2022-1 strain belonged to the HL.JO504~like very virulent strains, and there was a phenomenon of segmental recombination. It is
worth noting that the VP2 protein hypervariable region of AH-2022-1 strain not only had the molecular markers of very virulent strains, but
also had the molecular markers of classic strains and variant strains. In addition, we also found three never—reported amino acid mutations in
the first hydrophilic region of the VP2 protein of the AH-2022~1 strain, which led to a decrease in the hydrophilicity of the first hydrophilic
region of the VP2 protein. This mmight cause changes in the virulence. The pathogenicity analysis results showed that the above two IBDV
strains could cause severe cystic atrophy with an incidence rate of 100%, but only the AH-2022~1 strain could cause 20% mortality rate,
which was not consistent with the 60%—80% mortality rate caused by the HLJ0504 very virulent strain. The successful separation of the above
two IBDV strains and the results of the pathogenicity analysis suggested that IBDV was still in continuous evolution, and the classic strain of
IBDV continued to be epidemic in China. This study provided reference for the prevention and control of IBDV in China.
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10 H i SPF XJIR FRGEMLAR; TEHERNE 96 ~120 h XY
AR AFETS, HIRE LT IR ] UL AR AR | &AL R R
i REEWIR A WIS LI PCR &2l & 1BDV FHME:,
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ARG EE

2024 4F

EURCE I RR: .79 .

A (ESE); T AH-2022-1 B I 5 728 45 o8 = 8,
WRELE AR PE | 3RS, Boe B B, IF gL E ]k

HER

B B

REZ

HN-2022-1#k
e e

AR IEIE = (1 5F)

BT Sk IR N IR A R B T ] A 2T R 2L U A B G s 2 (03 S B /s by ok 0 O O 9 0 0 X ik L A ML PR PR I Ay 25 5 i (K
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