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Abstract; In order to establish an accurate, specific, efficient and rapid fluorescence quantitative PCR method for the detection of porcine
reproductive and respiratory syndrome virus type 2 (PRRSV2), a pair of specific primers and a MGB probe were designed and synthesized
according to the ORF6 gene of different lineage PRRSV2 strains registered in GenBank. Then, a TagMan MGB fluorescence quantitative PCR
method for the detection of PRRSV2 was established by optimizing the conditions and systems of reaction, primer and probe ratio, and by
conducting sensitivity, specificity and reproducibility experiments. The results showed that the method was highly specific and did not amplify

the nucleic acid of PRRSV1, classical swine fever virus (CSFV) , porcine pseudorabies virus (PRV), porcine circovirus type 2 (PCV2) ,
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porcine circovirus type 3 (PCV3) , porcine epidemic diarrhea virus (PEDV) | porcine parvovirus (PPV) and other pathogens. The minimum

detection limit of the standard plasmid was 1 X 10" copies/pL. The standard curve showed a good linear relation, and the correlation coeffi-

cient was (R*>=0.994) , with good stability and reproducibility. The intra— and inter—assay coefficients of variation were less than 1. 78%. 30

clinical positive samples were also positive using this method with Ct values between 22 and 36. In summary, the PRRSV2 TagMan MGB flu-

orescence quantitative PCR method established in this study could be used for rapid detection of PRRSV2 in clinical practice and laboratory

trial, providing technical support for PRRS control.
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