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Effects of mitochondrial ZRNA—-Lys (T7719G) gene variations on the
physiological function of granulosa cells in sheep

LYU Shiqi, MA Xiaofei, ZHOU Rongyan, CHEN Xiaoyong *
(College of Animal Science and Technology, Hebei Agricultural University, Baoding 071000, China)

Abstract; Granulosa cells are important components of the follicle, and they secrete a variety of factors required for follicular development
to regulate oocyte growth, differentiation, maturation and atresia. Studies have shown that mitochondrial tRNA variants alter physiological
functions such as mitochondrial fusion division and autophagy. In this study, genotypes were determined by sequencing PCR amplification
products from ovarian tissues of sheep, and apoptosis was measured by flow cytometry. The results showed that there were two genotypes of
mitochondrial tRNA-Lys gene, G and T. The apoptosis rate of the granulosa cells of genotype G was significantly lower ( P<0.05). The con-
tent of division—related protein MFF was significantly higher ( P<0.05), and mitochondrial fission was enhanced in genotype G samples.
Taken together, mitochondrial tRNA-Lys (T7719G) significantly reduced the rate of apoptosis, increased the value of the division—related
protein MFF, and promoted and increased cell division.

Keywords : mitochondrial DNA; sheep; granular cells; physiological function
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