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Abstract: To investigate the effects of Japanese encephalitis virus (JEV) infection on the expression and localization of m®A methylation
related proteins in vivo and in vitro, this experiment established a C57BL/6 mouse model infected with JEV. JEV was infected with baby ham-
ster kidney cells (BHK-21) , and the m®A modification levels in the brain, kidneys, and BHK-21 cells of mice infected with JEV were de-
tected. Western blot was used to detect the expression levels of m®A related proteins in the brain and kidneys of the mice, and in the cells at
different time points. JEV infection was observed under confocal microscopy, and the subcellular localization changes of m®A related proteins
in the JEV infected cells were observed. The results showed that, compared with the control group, the m®A modification level significantly
increased after JEV infection in the treated mice (P<0.01) ; the expression level of m°A methyltransferase like protein ( METTL) 3 in the
brain and kidneys of the JEV infected mice rose substantially; the expression level of METTL3 in cells gradually increased with the passage of
infection time; and the subcellular localization of METTL3 and METTL14 has changed, with a significant amount of transfer from the nucleus
to the cytoplasm. In summary, infection of JEV promoted the expression of m®A and METTL3 in vitro and in vivo, and changed the subcellu-
lar localization of METTL3 and METTLI14 in cells. All this indicated a strong correlation between JEV infection and m®A modification, which
laid a foundation for further research on the mechanism of m°A and its related proteins regulating JEV replication.
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