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Abstract; This study was to explore the effect of Eimeria maxima infection on TLR in local immune tissues ( cecal tonsils) and systemic
immune tissues ( spleen and peripheral blood) of the infected chickens. Chickens were infected with Eimeria maxima. On the 0, 3™, 7" and
11" days after infection, the samples of cecal tonsils, peripheral blood and spleen lymphocytes were collected from the infected chickens, re-
spectively. Then, the mRNA levels of 8 TLR in the tissues of the infected chicken were detected by real-time fluorescent quantitative PCR.
The results showed that the mRNA levels of TLR4 and TLR21 did not exhibit significant changes in the three tissues. The mRNA level of
TLR2 significantly decreased in the peripheral blood and spleen from the 3" day after infection ( P<0.05) , but did not show significant chan-
ges in the cecal tonsils on the 3™ and 7" days, and increased significantly on the 11" day (P<0.01). The mRNA levels of TLR1, TLR3,
TLR5, TLR7 and TLR15 increased significantly in the three tissues ( P<0.05), but the response time was different. The mRNA levels of
TLR1 and TLR3 began to rise on the 3™ day in the cecal tonsils, and on the 7" day in the peripheral blood and spleen. The mRNA levels of
TLRS and TLR15 began to rise on the 3" day in peripheral blood and spleen, and on the 7" day in cecal tonsil. The levels of TLR1, TLR3,
TLRS, TLR7 and TLR15 were up-regulated in the three tissues of the host after infection with Eimeria maxima, and TLR2 were down-regu-
lated in their peripheral blood and spleen. These results indicated that the mRNA levels of TLR1 and TLR3 in the cecal tonsils increased ear-
lier than those in the peripheral blood and spleen, while TLRS and TLR15 increased later than those in the peripheral blood and spleen. This
study laid a foundation for revealing the role of chicken TLR against coccidia infection, and provided a reference for revealing the innate im-

mune mechanism of chicken coccidia.
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10 fpRHF 5T 2872 4 0. 66 1.169 3 0.30 29.1 17 10.14  0.90  0.70
11 FHREEAR 2391 5 0.38 1. 041 7 0.15 44.6 5 11.90  0.95 0.58
12 BRE5EE 1 487 10 -0.14  0.699 15 -0.22 38.7 10 10.24  0.90  0.60
13 FHPCHERRE 741 16 -0.57  0.502 19 -0. 44 32.8 13 8.52 0.8  0.48
14 P E YL e 654 17 -0.62  1.071 5 0.19 28.3 20 576  0.76  0.55
15 TEEE 1877 8 0.08 0. 866 10 -0.04 33.9 12 7.71 0.8  0.58
16 EEARGE 524 20 -0.70  0.418 21 -0. 54 24.3 21 8.33  0.81  0.30
17 hEEERSE 1 007 13 -0.42  0.786 13 -0.13 31.3 14 7.00  0.90  0.54
18 HEEER 1924 7 0.11 0. 832 11 -0.08 38.1 11 11.24  0.86  0.56
19 rhEFEHREE 3203 3 0.85 0.984 8 0. 09 46.9 3 14.86  0.95  0.60
20 hEEHGE 3 301 2 0.91 1.052 6 0.17 45.5 4 13.33  0.95 0.65
21 P ETR AR 1171 12 -0.32  0.755 14 -0.16 28.9 18 6.43 0.81  0.48
21 AT 1735 0.902
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