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Abstract; The aim of the study was to investigate the innate immune mechanism triggered by Japanese encephalitis virus (JEV) infection
of testicular interstitial cells by activating pattern recognition receptors, such as Retinoic acid inducible gene I like receptors (RIG- 1) and
Toll like receptor—=3 (TLR3). A model of JEV infection in testicular interstitial cells was constructed, and cellular lesions at different time
periods after JEV infection were observed. Then, fluorescence quantitative PCR and Western Blot techniques were used to observe the tran-
scription and protein expression of RIG— 1 , TLR3, and IRF3 in cells at different infection stages, and the phosphorylation of IRF3 and the
transcription status of IFN— B transcription status were detected. The results showed that, after JEV infection with testicular interstitial cells,
the mRNA and protein expression levels of RIG— I and IRF3 were significantly increased ( P<0.05) , the TLR3 protein expression level was
significantly upregulated (P<0.01) , the IRF3 phosphorylation level was significantly upregulated ( P<0.001) , and the transcription level of
IFN- B significantly increased (P<0.05). The results indicated that JEV infection activated the RIG— I and TLR3 receptors in the testicu-
lar interstitial cells, thereby activating IRF3 phosphorylation and initiating the secretion of IFN— 3, and triggered the innate immune antiviral

immune response in the body.
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