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diseases in wild boar populations, 76 samples, including 30 blood, 30 serum, 6 feces and 10 tissue samples (a mixture of heart, liver,
spleen, lung and kidney) , from 30 wild boars in Nanjing, Jiangsu Province were collected from March 2021 to June 2022 for molecular and
serological surveillance of classical swine fever virus (CSFV) , African swine fever virus (ASFV) , porcine respiratory and reproductive dis-
order syndrome virus (PRRSV) , pseudorabies virus (PRV), foot—and—mouth disease virus (FMDV ), porcine epidemic diarrhea virus
(PEDV), porcine circovirus type 2 (PCV2) and porcine circovirus type 3 (PCV3). The PCR results showed that PCV3 nucleic acid was
detected in 12 wild boars with a positive rate of 34% , PCV2 nucleic acid was detected in 3 wild boars with a positive rate of 6. 7%, and all
the wild boars were negative for the remaining viruses. Two whole genome sequences were obtained from the PCV2-positive samples, and
both sequences belong to the PCV2d genotype. The serological tests showed that the positive rates of PCV3 antibody, PCV2 antibody, PRV
gB antibody, FMDV type A antibody, PRRSV antibody and PEDV antibody were 53%, 30%, 30%, 6.7%, 3. 3% and 3. 3%, respectively.
All the wild boars showed negative for PRV gk, FMDV type O, CSFV and ASFV antibodies. This study revealed that the wild boar popula-

tion in Nanjing carried or had been exposed to various important swine viral pathogens. In the future, continuous surveillance of wild boar dis-

eases and research on the transmission patterns between wild boars and domestic pigs are required.
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