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Genetic evolution and pathogenicity of two duck—derived H10N6
subtype avian influenza viruses
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Abstract; In order to understand the genetic evolution and biological characteristics of HION6 subtype avian influenza viruses ( AIVs) in
China, we sequenced the genome and analyzed the genetic evolution of two duck—derived HION6 subtype avian influenza viruses ( F1464 and
F1473) isolated from a live poultry market in Fujian Province in 2020, and studied their pathogenicity to poultry and mice. Sequence analysis
showed that the homology of HA gene to human infection with HION8 and H10ON3 subtypes AIV was 91.4% to 91.5% and 95.3% to
95. 4%, respectively. Genetic evolution analysis showed that the two strains belonged to the Eurasian lineage and might have been recombined
from multiple subtypes of AIV, including H1, H2, H3, H4, H9, H10 and H11. The results of the SPF chicken infection test showed that
both F1464 and F1473 strains were lowly pathogenic. The results of the mouse infection test showed that the F1464 strain could replicate effi-
ciently in the turbinate, lung and spleen of the mice, and caused their weight loss. The F1473 strain replicated only in the turbinate and
lung, and was less virulent in mice. This study provided data support for prevention and control of H10 subtype avian influenza and for public

health risk assessment.
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