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Abstract; With the development of society and economy, the demand for high quality meat products is constantly increasing. One of the im-
portant indicators of meat quality is the intramuscular fat content in animals, which is regulated and controlled by several genes. The heart—
type fatty acid binding protein (H-FABP) , also known as FABP3, is a novel small cytoplasmic protein found in cardiomyocytes, mainly in
cardiac muscle and skeletal muscle, and this protein plays an important role in the regulation of fatty acid uptake, transport and metabolism.
In this article, we have reviewed the research progress in the effects of FABP3 gene on meat quality traits, in the hope of providing a theoreti-
cal basis for the genetic improvement of animal meat quality.
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