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Construction of SSU0468 deletion strain and its effect on strain
morphology and antioxidant capacity in Streptococcus suis
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Abstract ; This study was to preliminarily investigate the functions of the mutT—like gene SSUQ468 in Streptococcus suis. The SSU0468 gene
deletion strain of Streptococcus suis P1/7 was constructed using the markerless genetic manipulation method. The basic biological characteris-
tics of the mutant strain ASSU0468 and the wild strain P1/7 were compared by determining their bacterial morphology, colony haemolysis
ring size, antimicrobial agent sensitivity, growth rates, rifampicin mutation frequency, and the survival rates of the bacteria under H, 0O, treat-
ment. The results were that SSU0468 gene was successfully knocked out proved by PCR and sequencing. Compared with the wild—type strain,
the deletion of SSU0468 had no effect on the haemolytic activity and drug sensitivity of the strain. However, it decreased the growth rate of the
strain, but increased its chain length and resulted in a filamentous morphology. In addition, the deletion of SSU0468 resulted in a significant
decrease in the mutation frequency of the strain at the end of the logarithmic phase (P<0.01), and the survival rate of the deletion strain was
significantly lower than that of the wild strain following the treatment with H,0, (P<0.01). The present results suggested that the SSU0468
gene was associated with the morphology and growth of Streptococcus suis and enhanced the antioxidant capacity of the strain. This finding
would facilitate our initial understanding of the function of the mutT—like family in Streptococcus suis.
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