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Abstract; Muscle growth and development is one of the important indexes of livestock and poultry performance, which is affected by vari-

ous myogenic regulatory factors. Epigenetic modification refers to the regulation of gene expression by altering chromatin structure and DNA

methylation without altering the DNA sequence. Epigenetic modification plays an important role in the regulation of muscle growth and devel-

opment in animals. This review briefly describes the factors affecting muscle growth and development of livestock and poultry, and then dis-

cusses in detail the effects of three epigenetic modifications, DNA methylation, histone modification and non—coding RNA on muscle growth

and development of livestock and poultry, aiming to understand the epigenetic regulatory mechanism of muscle growth and development of

livestock and poultry, and to provide a theoretical basis for further guidance of production practice.
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