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Abstract; A novel anti—-ALV-] strategy is urgently needed to help to solve the long eradication time—course and frequent re—emerging of
ALV-] infection in eradicated chickens. This study utilized a previously constructed Enhanced green fluorescent protein ( EGFP) and
partially used Fiber—2 recombinant serotype 4 (FAdV—4) avian adenovirus (FAdV-4) as vector, and further constructed a recombinant
FAdV-4 expressing ALV-] Env protein using CRISPR/Cas9 and Cre-LoxP techniques. The Env protein expressed by the recombinant virus
was detected through indirect immunofluorescence and Western blot, and the proliferation characteristics of the recombinant virus were evalu-
ated in LMH cells. Our results showed that the recombinant virus FAdV-4-ALV—]J-env expressing ALV-] Env protein was successfully res-
cued and the replication efficiency of this recombinant virus in LMH cells was much lower than that of the wild—type FAdV—4. All these indi-
cated that the FAdV-4-ALV—-J—env constructed here provided a bivalent vaccine candidate for the prevention and control of ALV-] and
FAdV-4.
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