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Laboratory diagnosis and analysis of a case of goose astrovirus type 2 infection
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Abstract; This study was to determine the causes of morbidity and mortality of feeding geese in some Landaise goose farms in Shandong
Province. Six dead geese were selected. Their gross lesions were observed and the obvious lesions were collected. Then, nucleic acid detec-
tion of avian influenza virus, Newcastle disease virus, goose astrovirus type 2, Tambusu virus, goose parvovirus, infectious bursal disease vi-
rus, infectious bronchitis virus, Avian arc enterovirus and Avian adenovirus were performed using PCR. The viruses were isolated and se-
quenced using goose embryos. And the ORF1b gene was sequenced. The autopsy results showed that the dead geese had kidney enlargement,
intestinal mucosa, cloaca bleeding, viscera urate deposition. Combined with the clinical symptoms, the PCR identification results, the genet-
ic evolution and homology analysis results, the case was confirmed as goose astrovirus type 2 infection. At the same time, the geese were in-
fected with the virus isolate for animal pathogenicity test, and Necropsy showed that the infected geese had obvious urate deposition in various
tissues and organs, and pathological tissue damage in their liver and kidney. In this paper, the laboratory diagnosis of goose astrovirus type 2

infection was analyzed, which provided reference for further research on goose astrovirus type 2.
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