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Abstract; In order to investigate the biological characteristics of Clostridium perfringens from canine and feline, feces samples from canines
and felines were collected and subjected to bacterial isolation; and the virulence typing, pathogenicity test in mice and drug resistance of the
isolated strains were determined. Among the 13 strains of Clostridium perfringens isolated, 2 were from feline and 11 were from canine. All the
13 strains were positive for the plc gene and negative for the etc, iap and netB genes by genetic testing of virulence, in which 4 strains were
positive for the cpb gene and 1 strain was positive for the cpe gene. Consequently, there were 8 strains of type A, 4 strains of type C and 1
strain of type F. The results of the mouse pathogenicity test showed that all the three types of virulent strains could cause the mice to develop
lesions such as hematuria, thinning of the intestinal wall and intestinal effusion. The results of the sensitivity test showed that they were resist-
ant to neomycin and polymyxin B, and sensitive to florfenicol and amoxicillin. In conclusion, Clostridium perfringens types A, C, and F iso-
lated from clinical canines and felines exerted pathogenic effects on the urinary and digestive systems.
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