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Establishment and application of a one—step multiplex PCR identification
and detection method for ducktambous virus, genotype C duck hepatitis
A virus, and duck circovirus
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2. Henan Agricultural Vocational College, Zhengzhou 451450, China)

Abstract; In order to establish a multiplex PCR method for rapid identification and detection of DTMUV, DHAV-C and DuCV, specific
detection primers were designed based on the DTMUV E gene sequence, DHAV—-C VP1 gene sequence, and DuCV Cap gene sequence in
GenBank. A one-step multiplex PCR method for differential detection of DTMUV, DHAV~-C and DuCV was established. This method ampli-
fied 720, 480 and 250 bp fragments for DTMUV, DHAV-C and DuCV, respectively. No amplification products were found for DHAV-A
NDV, AIV-H9, DEV, DPV and MDRV. The minimum detection limits for DTMUV, DHAV-C and DuCV were 3. 8x107°, 5.4x107° and
6.2x107° pg/uL, respectively. The compliance rate with DTMUV, DHAV-C and DuCV single PCR methods was 100%. This method detec-
ted a DTMUV positive rate of 8. 97% , DHAV-C positive rate of 10. 69% , DuCV positive rate of 2. 07% , DTMUV/DuCV mixed infection
positive rate of 4. 14% , DHAV-C/DuCV mixed infection positive rate of 3. 10% , and DTMUV/DHAV ~C/DuCV mixed infection positive
rate of 0. 34% in 290 clinical samples. It indicated that a one—step multiplex PCR detection method that can simultaneously distinguish and
detect DTMUV, DHAV-C and DuCV, which can be used for the differential detection and epidemiological investigation of DTMUV, DHAV—
C, and DuCV single or mixed infections in clinical practice.
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