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Abstract; To explore the role of pS183L, an uncharacterized protein, in ASFV infection, we generated an anti—pSI183L polyclonal
antibody. Firstly, primers were designed based on the genome sequence of the ASFV China/2018/Anhui XCGQ strain, and recombinant
plasmid pET-28a—S183L for prokaryotic expression was constructed. After colony PCR and sequencing identification, the recombinant plas-
mid was transformed into E. coli Rosetta cells, induced by IPTG and purified by nickel column affinity chromatography to obtain the recombi-
nant protein pS183L. Polyclonal antibody against pS183L was obtained by immunizing BALB/c mice. The titer of the polyclonal antibody
determined by ELISA was 1 : 128 000. Western blot and IFA assay showed that the polyclonal antibody was able to recognize exogenously
expressed pSI183L in 293T and PKI15 cells, as well as endogenously expressed proteins in PAMs infected with ASFV. In summary, one poly-
clonal antibody against pS183L was successfully obtained in this study, providing key biomaterials for in—depth research on the function of
ASFV pS183L.
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