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Abstract; The aim of this study was to explore the potential molecular mechanism underlying the different plumage colors (white and gray)
of Youjiang geese, an excellent local species endemic to Guangxi Province. The experiment used transcriptome sequencing (RNA-seq) tech-
nology to collect and compare the transcriptome differences in the hair follicles of white— and gray—feathered Youjiang geese. The analysis of
differential expressions in both groups was conducted using the DESeq2 R package. The clusterProfiler R package was used to test the statisti-
cal enrichment of DEGs in KEGG pathways and GO terms. The results showed that a total of 275 genes were differentially expressed in the
white and grey feathered groups, and the candidate genes included TYRP1, TYR, TRPM1, TGFBR2, SOX5, PLCB2, MLPH, MLANA,
GPX3 and EDNRB2. The GO functional analysis revealed that GO terms were mainly involved in the G—protein coupled receptor signaling
pathway term, growth term, and organophosphate catabolic process term. The KEGG pathway enrichment analysis showed that the differential
genes were mainly concentrated in the PPAR signaling pathway, glycerolipid metabolism, and glutathione metabolism. This study provides
preliminary ideas and theoretical support for further research on the genetic breeding of Youjiang geese based on their different plumage col-

ors.
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ik, BaaHATRERRGF4iE =0 A 5 A ECR Y O
FEH, A RIS 0 22 ] AR R 1 R H AR E
AR @R EZ —, ARRE—B R, 91
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XSFEA A, 8 MLPH SR B AT 16 A FF1 15 4
WET, PIANZEM SN TAMNEF 11 B R R
AR ANFEIRTEMREG | BB, R R E
I AN [7] P16 1 52 1) i AS W ff . PLCB2 72 0 779 3P)
o sl B B T A IRE A, AL Luo 451 X4 1Y
BV AR AN [v) 250 € Bz R s PR ) A 5 b i i, PLCB2 A
S A 28 {5 38 Uk B B A 3, AR SCHRE T
PLCB2 75K H P #G i R A MG 0L, HOZ P a8 45 1Y)
B, BARW RPLEIA fE— DR R

Zi b, AMRAERK AP OGRS, R 25,
R b 2 AR A B A TR A R A R A 53
WESRE, BOZ/MARE, BORE S
M EEEERT, AR NEAN TYR,
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