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Abstract; To explore the potential probiotic properties of fermented Lactobacillus isolated from Weining yellow cattle and the feasibility of
developing probiotic products, we conducted the isolation and identification of the probiotics, acid and bile salt resistance tests, bacteriostatic
tests and whole genome sequencing. The results showed that 11 strains of Lactobacillus fermentum were isolated from 35 samples, and the
strains had good resistance to low pH and bile salts, especially Lactobacillus fermentum 5. The bacteriostatic test showed that Lactobacillus
fermentum 5 had significant inhibition effect on Escherichia coli, which was named GZHN2023LC. Genome sequencing revealed that the total
length of the bacterial genome was 2 077 921 bp, encoding a total of 2 011 proteins. Through comparison with databases such as Kyoto Ency-
clopedia of Genes and Genomes ( KEGG), Direct Homologous Clusters ( COG), Gene Ontology ( GO), Carbohydrate Active Enzymes
(CAZy) and other databases, it was found that this genome had strong metabolic capacity of carbohydrates and amino acids, and active tran-
scription and membrane transport, which might be related to the production of lactic acid by fermentation polysaccharide and the synthesis of

antimicrobial peptides and extracellular polysaccharides. This study confirmed that Lactobacillus fermentum GZHN20231.C multiplied rapidly,
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had good resistance to acid and salt, and had significant antibacterial properties. Genome sequencing also found that this bacterium had good

probiotic potential, and could be used in probiotic products.
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