BHSHE 20244 56k FH12M <131 -

HARAR, SORA, BRA, % REFRRNGEARTSRE [J]. FHE8EE, 2024, 56 (12): 131-138.
ZHANG Z D, WU C Y, CHEN Y, et al. Epidemic status of and prospect of research on porcine rotavirus [ J]. Animal Husbandry & Veterinary Medicine,
2024, 56 (12). 131-138.

KREERRFENRITEIRE

kKIRAR, BAAY, BA', X&', EX®', kikA', LR
(1. MR, 9% 30 225009
2. VLHRHE R FE Y AR EBE, 1195 FHIT 212018)

WE . e (porcine rotavirus, PoRV) BRI LRGN FEIRIFEZ —, BYYF S5 RDIETE | WK | Bk AR R 4 S
SPEIATEEYYR , AR, PoRV MR R | WATR X AR R b, HStkemt 0 aRE 2, HIREFRELE R THEK, PoRV
B & S TRAT ARG TR AR KI5 it e, it A e & DA™ E S, AR SCLER T PoRV LR FRE , W0 B 5RATEN, &
VBT -5 B 2 S LA S AR SR BRI G 7 1), LA R PoRV (il — 255 5 i i 5%

KR BICIRTE , R, WATIRARE, 2w, P

FESES, S828 XEARERD . A XEHS: 0529-5130(2024)12-0131-08

Epidemic status of and prospect of research on porcine rotavirus

ZHANG Zhendong'*, WU Chengyue®, CHEN Yue', WEN Wei', WANG Wengiang',
ZHU Zhenbang', LI Xiangdong'*
(1. College of Veterinary Medicine, Yangzhou University, Yangzhou 225009, China;
2. School of Biotechnology, Jiangsu University of Science and Technology, Zhenjiang 212018, China)

Abstract ; Porcine rotavirus (PoRV) is one of the main pathogens causing digestive system diseases in piglets, often leading to acute intes-
tinal infections characterized by diarrhea, vomiting, dehydration, and weight loss. In recent years, the detection rate, prevalence, and inci-
dence of PoRV have shown a significant upward trend, and the diversity of strains has become increasingly complex, posing new challenges to
the swine industry in China. The outbreak and prevalence of PoRV has not only caused huge economic losses to the swine industry but has al-
so posed a major threat to human life safety. This paper presents a review of the genomic characteristics, virus isolation and epidemiology of,

diagnosis of, preventive strategies for, and directions of future research on PoRV, aiming to provide reference for further research on and pre-

vention of PoRV.
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