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Abstract: In order to determine the pathogen of leg disease in a commercial broiler farm in Fujian Province, and at the same time to under-
stand the genetic evolutionary features and pathogenic characteristics of the pathogen, this study was conducted to isolate the pathogen from
the tissue samples of diseased chickens sent for examination, and a strain of avian reovirus (ARV) named FJZQH23 was successfully isola-
ted, which was identified by PCR assay, sequencing analysis, etc. The results of genetic evolutionary analysis showed that the main protec-
tive antigen gene oC of ARV was able to proliferate well on LMH cells. The isolate was able to proliferate well on LMH cells with obvious cy-
topathic lesions. The genetic evolution analysis of dC, the main protective antigen gene of ARV, showed that the isolate FJZQH23 belonged
to the same branch as the type I reference strain 4599, and the two strains were relatively close to each other. Based on the amino acid se-
quence homology analysis of the dC gene, the isolate FJZQH23 was 86. 9% similar to the reference strain 4599 and 80. 1% similar to the
vaccine strain S1133. Pathogenicity tests on 14—day—old broilers showed that the isolate FJZQH23 was able to cause bleeding symptoms in
the hock and foot pads. This study demonstrated that genotype I ARV infection was the pathogenic agent of the disease in this broiler farm,
which provides a reference for the development of comprehensive preventive and control measures.
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