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Abstract; In order to determine the main cause that led to reproductive disorder in sows and to death of piglets in a large—scaled pig herd

in Guangdong Province, porcine circovirus type 2 (PCV2) was found by laboratory diagnosis using the lung and lymph node samples collect-

ed from dead piglets. The complete genome of PCV2 was amplified for sequencing. Furthermore, the sequence alignment and phylogenetic

analysis were performed by comparing with PCV2 strains previously reported both in China and abroad. The positive PCV2 samples were inoc-

ulated into PK~15 cells for virus isolation, and the isolated virus was verified by qPCR and indirect immunofluorescence assay. The results

showed that the GD-2 strain belonged to the PCV2a genotype and the complete genome sequence was 1 768 bp in length. Compared with oth-
er PCV2 strains, the nucleotide sequence homology of PCV2a in this study was 99. 9% with those reported H24-1-2019, E15-2-2019 and
F18-2-2019 sirains. After a series of passages, the virus titer ( TCID,,) of the seventh passage was 10** TCID,,/0. 1 mL. The present

study provided new information for the epidemiological investigation of PCV2 in the Guangdong area.
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