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Isolation, identification and drug sensitivity of Mesomycoplasma ovipneumoniae
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Abstract ; In this study, sheep lung tissue samples were collected from a sheep farm with a history of respiratory diseases; and isolation and
identification of pathogenic microorganisms, and drug sensitivity tests were conducted. The samples were first purified and cultured through
passage to obtain suspicious strains. Then, morphological, physiological, biochemical, and molecular biological identification of the suspi-
cious strains of Mesomycoplasma ovipneumoniae was conducted. A 361 bp target gene fragment was amplified by PCR with 16S rRNA-specific
primers. After sequencing, BLAST analysis revealed that the gene fragments of all three strains shared 97. 81% homology with the M. ovi-
pneumoniae Y98 reference strain ( GenBank; NR_025989. 1), which was named as M. ovipneumoniae SY~-1 strain in the same branch of the
genetic evolution tree. Finally, SY~-1 bacterial solution was diluted in gradient and its growth curve was plotted using the CCU counting meth-
od. The results showed that the highest bacterial count of M. ovipneumoniae could reach 10° CUU. The drug sensitivity test results showed that
SY -1 was highly sensitive to doxycycline, moderately sensitive to ciprofloxacin, and lowly sensitive to cefiriaxone, gentamicin, oxacillin, en-
rofloxacin, and azithromycin, but not sensitive to rifampicin. This study provided reference for the prevention and treatment of respiratory dis-
eases in sheep farms and for clinical medication.
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