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Abstract; To study the biological characteristics of the circulating strain of porcine epidemic diarrhea virus (PEDV) , Vero cells were used
to isolate the virus from piglet diarrheal samples, and the results showed that cytopathies could be obviously observed after three consecutive
blind passages of Vero cells inoculated with the diseased material, and the virus that led to the cellular lesions was determined to be PEDV
(named JMS) by indirect immunofluorescence assay. The S gene of the JMS strain was amplified by RT-PCR, and the phylogenetic tree
analysis revealed that JMS belonged to the G Il b genotype. Then, the 3—day—old piglets were attacked with a dose of 500 TCIDy,, and it was
found that the attacked piglets showed severe clinical symptoms and died within 48 h, with a lethality rate of 100%. Subsequent autopsy and
histopathological examination of the piglets revealed that the intestinal wall of the poisoned piglets became thinner, and the villi structure was
damaged, shortened or even detached. These results indicated that a highly pathogenic strain of PEDV was isolated in this study, which laid a
foundation for investigation of the biological characteristics of the clinically prevalent strain of PEDV and for the development of related vac-

cines.
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