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Abstract; To explore drug resistance, pathogenicity of the epidemic strains of Erythrombothus rhusiopathiae , and the immune protective ef-

ficacy of traditional vaccine strains against them, we isolated three bacterial strains from diseased pigs in the herds in Anhui Province, Zhe-
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jlang Province, and Nanjing City. All three bacterial strains belonged to Erythrombothus rhusiopathiae, according to the morphological charac-

teristics ( Gram positive short rods visible under a microscope) and the 16S rDNA gene sequence; and they were named AH-6, ZJ-JX, and

NJ-2, respectively. The SpaA gene of the AH-6 strain contained 2 non—synonymous substitutions of amino acid at positions 195 and 257,

while the Z]J-JX and NJ-2 strains had 2 non—synonymous substitutions of 203 and 257 amino acid sites. Therefore, the three isolates could

be divided into two SpaA types. The drug sensitivity testing showed that AH-6, Z]J-JX, and NJ-2 were all sensitive to ampicillin, and re-

sistant to antibiotics such as gentamicin, ciprofloxacin, norfloxacin, tetracycline, and chloramphenicol. The MLD of AH-6, ZJ-JX, and

NJ-2 to mice were 4x10' CFU/mL, 1x10° CFU/mL, and 6x10" CFU/mL, respectively. The immune efficacy tests showed that vaccine

G,T,, was able to provide effective protection against the three wild—type strains. This study provided reference for the prevention and control

of swine erysipelas.
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