BHE®BE 202544 #H57FH 7 -1

LY, B, #/he, % ZET miDNA ATP8 FI ND1 ZEH %5 8 R A JEAE RIS [J]. FHSEE, 2025, 57 (7): 1-5.
WANG Y L, BAO Z Y, HAN X M, et al. Identification of 8 meat species based on mtDNA ATP8 and ND1 genes [J]. Animal Husbandry & Veterinary Medi-
cine, 2025, 57 (7). 1-5.

E T mtDNA ATPS 1 ND1 & E £ 35 8 # P iR 7 /8 B9 #F 52

ERak, kR, H#AN%, B@, FER, BRER, XL, KWE-
(M IE A SRPERASE B, T M 225000)

WE . HAlTe e O Z S E P, 17 L WA A BRI 7 77 AE A B R BRI, ARBFSTRRE TARAZEIN ATP B 8 T3 (ATPS)
I NADH BRI R 1 (ND1) FEEFAF REFE, SRR EEIHE AR N RBEB AR, UM, £, F. X8, W & KEM
/NERIEL 8 Fh TR AT DNA VBRI #EAR , AR4E ATP8 Fl ND1 S shFp Rl RE S R 0 3 510k 115 14, R PCR £R% Hw DNA F Befbf54 1%, #|
FABENE WS B k6T PCR 9 Y8 =Wt AR, 4555 . BT TR A5 B /IN R+ +25 ) S +4+%, W+ KRBME AR R, GEMEmLE
BILIE 8 FATRFPIE ; BEMLIETT S RERE N, e . WEFA . RHMIEAEIL s FEARE TR, HPEER ., e, R SRR
=3, WEER, BAE SIS A3, IESHZ T T T RS S 20T SOR IR IR 1 ng/pLl, &L, ARPFEN T
8 PR INALAS . B A PCR AT R , W] LISH R4 4 P i PO BB S R I B

KR PCR; WMFh, %5, ATPS; NDI

FESEE. TS251.7 XEERER. A XEHS. 0529-5130(2025)07-0001-05

Identification of 8 meat species based on mtDNA ATP8 and ND1 genes
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ZHAO Bohao, WU Xinsheng, CHEN Yang"
(College of Animal Science and Technology, Yangzhou University, Yangzhou 225009, China)

Abstract; At present, food safety issues are becoming more and more important, and the common meat source detection methods in the
market have their own limitations. Therefore, the mitochondrial gene ATPase subunit 8 ( ATP8) and NADH dehydrogenase subunit 1 (ND1)
were used here to explore the authenticity of meat products, which provided technical support for the development of new technologies for
meat adulteration identification. DNA from eight meat sources, including pig, cow, sheep, chicken, duck, rabbit, rat and mouse, was used
as detection targets. Primers were designed according to the sequences with strong interspecific specificity in the ATP8 and ND1 genes. PCR
was employed to amplify the target DNA fragments using the designed primers, and PCR amplification products were detected by agarose gel
electrophoresis. The results showed that a composite detection system was formed, and different primer combinations were used to identify
meat—derived species according to the difference in the length of the amplified fragments. Five kinds of actual samples were randomly collect-
ed for testing, which confirmed that the present method could be applied to the detection of meat products in the market. This low—cost and
efficient composite PCR detection system for eight meat sources established in this study would help to provide food safety for meat adultera-
tion.
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