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Abstract; In order to understand the genetic evolution of avian leukosis virus subgroup J (ALV=]) in local chickens in the Xinyang area,
histopathological observation and PCR detection were carried out in chickens suspected of avian leukosis. Liver tissue samples were collected
from the chickens and were inoculated with DF-1 cells for virus isolation. Then, the whole genome of ALV~-] was amplified and sequenced
by polymerase chain reaction (PCR), the nucleotide similarity was compared by the MegAlign software, and the gp85, 3'UTR and U3 re-
gions were analyzed. Based on the whole genome, the gp85 gene and its deduced amino acid sequence, the genetic evolution tree was con-
structed using the MEGA11. 0 software. The results were as follows: The PCR test showed that the positive sample amplified the ALV—J-spe-
cific band. The histopathological results showed that the liver and spleen tissues of the diseased chickens were structurally disordered, and a
large number of medullary tumor cells were proliferated. After DF—1 cells were inoculated with liver tissue treatment solution, the cell super-
natant was positive for P27 antigen by ELISA. The isolate was named HN24XYO03. The whole genome sequence analysis showed that
HN24XYO03 was 7 609 bp in length, which was consistent with the genomic structure of typical retroviruses, and the homology of the whole
genome nucleotide with 25 ALV-] reference strains was 94. 3%-95. 8%. Among them, it had the highest homology with the Guangxi isolates
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GX14NNO1 and GX16YLO2, and they had the closest genetic relationship. The analysis of the gp85 gene and the deduced amino acid se-
quence showed that HN24XY03 was closely related to the ALV—] Guangxi isolates GX14NNO1 and GX17NNO5, and they was in the same
branch. Compared with HPRS103, there were 34 amino acid variant sites and 1 locus (D61-) deletion of the HN24XY03 gp85 protein, of
which 9 were located in the HR1 region and 9 were located in the HR2 region. The analysis of the 3'UTR sequence showed that HN24XYO03
was a UTR=Ar=TM strain. The SoftBerry NSITE online analysis program showed that, compared with the British isolate HPRS103, the tran-

scriptional regulatory elements in the U3 region of HN24XYO03 were relatively conserved. The results of this study provided data for the molec-

ular epidemiological study of ALV-] in local chickens in the Xinyang area, and laid a foundation for further research on the genetic evolution

and pathogenicity of ALV-].
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RI¥k HPRS-103 A Hb, HN24XYO03 #k U3 X AL &1y
C/EBP, E2BP . NFAP-1, CArG box. Y box. TATA
box, PRE box i EAR-5F, (HH T 58, 59 i kI 5
A5 ERT 14 CArG box (I 10)
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KM058055 SDAUOSE3 ALV-B
MF926337 RAV-1  ALV-A

MG770235 JS13LY19 ALV-K
J02342 Prague C ALV-C
17 AY013303 ev-1 ALV-E

0.10
6 ET gp85 EHBFIIKBEEHNLSN

99, MN066145 GX17NNO5
361 MN066154 GX14NNO1
JX423792 GDQY 1201
*HN24XY03
MN735293 GX14NN02
MN066147 GX16YL02
KU934276 GX15MM6-2
MN066152 GD15MMO1
MN066143 GX17YLO1
MT538238 GD17HZ01
KX034517 GX14LT07
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28 | g7 - JF932004 CAUYLO1
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J02342 Prague C ALV-C

’ @‘”"3 L o fo
35 MGT770235 JS13LY19 ALV-K

7 BT gp8s RERF VI RBEEHMLI
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Majority

HPRS103

HN24XY03
GX14NNO1
GX16YLO2
GX17NNOS

Majoricy

HPRS103

HN24XY03
GX14NNO1
GX16YL02
GX17NNOS

Majority

HPRS103

HN24XY03
GX14NNO1
GX16YL02
GX17NNOS

Majority

HPRS103

HN24XY03
GX14NNO1
GX16YL02
GX17NNOS

Majority

HPRS103

HN24XY03
GX14NNOL1
GX16YLO2
GX17NNOS

Majority GVHLLQQPGNVWVIWANKIGQTDFCLSLQSATSPFRTCLIGIPQYPLNTFEGYVINVIAC-NNTELANQTACLIQTLNTT
10 20 30 40 50 €0 vrl70 80
246390  GVHLLQQPGNVWVIWANKIGRIDECLSLQSATSPFRICLIGIPQYPLNTFKGYVINVIACDNNTDLASQTACLIKALNTT

HN24XY03 ..cceeeececccccncceeeQicccccccccccccccccsccccseeDicecceccecee—K.E..N.oooo QT
MNO6614S ..ccceevccccnccccseeQecccccrcccccccscsccscsscsccscEcccccceee=ceEceNeeeo. . QT...
MNOG66154 ..ccceeccccncncnnnns Qececccccccccccscsssscscssccnnns Eceeeoonsns —eesE.cNoveeeo QT....

Majority LPHDPQELDILGSQ(I KNGI'I' RICVIFGSVCYKENNSSRVCHNFDGNFNGTGGAEAELRDFIEKWKSADSLIRPYVNQSW

vr2 90 100 110 120 hrl 130 140 150 160

e
246390 LPWDPQELDILGSQHI KNG’I‘T RTCVIFGSVCYKENNRSRVCHN FDGNVNGT GGAERELRDFU\KWKSDDLLIRPYVNQSH
HN24XY03 ..ccveeecvcccscncccscccnscccssseessGeSeeTeeeeeeeFoveee Ao EcilAS.eee I,
MNOGE14S ...ccceveccencecRiccccneccenccceeeeeSececeneeeeFocceiidAcieecdEdvidAlSecennneenn
MNOG661549 ..ccceecccccccaeReccccncccecccceeeeeSececccceeeFeceecceAcieeecEveceAiSeccnnnnnns

Majority TMVSPINTESFSISSRYCGETSNETRYYGGN FSNHCGSKGGEHSAGYSNGT ECSSNTTDCGGNCTAEWNYYAYGFIFGNK

170 180 I"'2‘190 200 210 220 230 vr3 4
e —

246390 IHVSPINVESF SISRRYCGF'ISNETRYYRGDLSN“CSSKRGEHSAGYSNGT KCSSNTTGCGGNCTT EHNYYAYGFTFGEQ
HN24XY03 ..ceeeeTeeeeeeSeeeeeeBeeeeeeGNQ..CGeeGuveonneeeeeGePNeSeveeeAcceneeeesesNK
MNOG6614S ...cceeeTeereeeSecceccnceeeeeGNF. o eGeeGoveveeneeeeEceeeeeDececeeAecececeeeesNK
MNO66154 .......TeeeeeeSenneeeeneeeessG.NF..GoeGevvveeeneeeEaveeeDecesdAcineeenee.NK

Majoricy PEILHNNGTAKALPPGIFLICGDRAHQGIPRNALGGPCYLGQLTHLSPNFITWYGPNITGHHRSRR
Ll Ll L L T

250 260 270 280 290 300

246390 PEVI.HNNGTAKALPPGI FLICGDRAWOGI PRNALGGPCYLGQLTMLSPNFI‘TWITYGPNITGHHRSRR
HN24XY03 ..X.cccceccccccccccccccccsccccsccsscsccscscscssccscssscsecMecccccnccccnne
MNO6614S ..lccceveccccsccccoccscscscscscscsscsnscsssscsssscsssscssesMececescecRacen
MNOG661549 .cXlcccccccccccccoccsccocssscsacsssscsscssscscsssssssscansses Miceoeoooo R....

8 gp8s [EEF 5L X

GTTCCGAACGCGATGTAACGGGAGGCT 9.0.0.0.0.0.00.00.0.000000000000000000000000000060000000000000600000000000606000000000000006000000000000600000000000606000000000000

T T T T T T T T T ™

10 20 30 40 50 60 7or.TM eo %0 100 120 120 130 140 150
GTTCCGARCGCGATGTGAC GCGAGGGATRTCCGGRGGN\TAGGJ\GMTGGGCCGTTCRTTIGCIGWGGRCIGCITT!'GGGGCITG'l'GGTMTGIGCCEGCCITGCC!TTIGCMTUGIGICCAGIRGC}\TCCGMGGAG 150
GTTCTGAACGCGATGTGTCGGIE """ 1 1l h | 1sg
GTTCCGAACGCGATGTAAC GC' YT ITIIE g PR tirninnnnnn ) sg
GTTCCGAACGCGATGTARC GGCTGC' """ ' 1 EEEREEEEREE] IEEREEEEREE] Prrrr | 15
GITCCGAACGCGATGTAAC GCY PP T e 159

160 170 180r-TM:so 200 210 220 230 240 250 2b0 270 DR 1280 290 300

TATTARTARTTCARTCAGCTATCACACGGARTATARGAAGT TGCARAAGGCTIGTAGGCAGCCCARRRATGGGGCARTGTARAGCAGT GCATGGGTAGGGGTATGARACT TGCGARTCGGGCTGTARCGGGGCARGGCTTGACTGAGGGG 300

L (e GTAGGGTAT-GARACT CGCGARTCGGGCTGTARCGGGGCATGGCTTAACTARGGGG 296

i " i

[EEEEERRRERRT]

LN CACGGGTAGGG  TTTCARACT TGCGART CGGGCT GTARCGGGGCARGGCTTGACTARGGGG 300

R R R R R R R R ER RN

ACTGT( GGCRTGTRTAGGCGT ARAGCGGGGCTICGGTIGT: ACGCGGH'AGGRGT CCCCTIAGGATAT)\GIAGACACGCTTTT GC)QU\TMC‘ITCCCTRTTHGCCCTTRGACT )\'!'ICMGH’ GCCTCT GTGGI\TIRGGGCT GGAGGCAGCI

310 320 DRlaao 340 aso | 360 370 350 390 Eelement 110 420 430 440 450
R :

ACT GCAGCATGTATAGGCGCT GGGCGGGGCH’ CGGTTGT! ACGCGGATAGGMI‘CCCCTCAGGACAA‘XTCT GCTI‘GMM‘ATGI\TGGCACC‘IT CCCTATTGT GCCCTT! AGACT ATTCAAGTTGCCTCT( GTGGAI'L‘AGGACT GGAGGCAGCT 450

ACTGIGGCATGTATAGGCGTARGGCGGGGCTICGETTGTACGCGGTTAGGAGT CCCCTTAGGATATAGTAGACACGCTTTTGCATA--ACTICCCTGTITTTICCCTTAGACTATTCARGTTGCCTCTGTGARTTAGGGCTGGAGGCAGCT 444

ACTGIGGCATGTATAGGCGTARAGCGGGGCTTICGGTTGTACGCGGTTAGGAGTCCCCTTAGGATATAGTAGACACGCTTTIGC ' ATAACTTCCCTATTTIGCCCTTAGACTATTCAAGT TGCCTCTGTGGATTAGGGCTGGAGGCAGCT 450

ACTGTGGCATGTATAGGCGTAARGCGGGGCTTCGGTIGTACGCGGTTAGGAGTCCCCTTAGGATATAGTAGACACGCTTTTIGC ' ATAACTICCCTGTTTTGCCCTTAGACTATTCARGTTGCCTCTGTGGATTAGGGCTGGAGGCGGCT 450

ACTGTGGCATGTATAGGCGTARAGCGGGGCTTCGGTTGTACGCGGTTAGGAGTICCCCTTAGGATATAGT; CACGCETI‘IGC ' ' ATARCTTCCCTATTTTGCCCTTAGACTATTCARGTTGCCTCTGTGGATTAGGGCTGGAGGCAGCT 450
elemen

CGGATGGTCI GATGGCCAGATMGGCGAGCRAGMAG-— --CTi Aremmcmmscnmscemmrsnn CTT. )\TGCAM‘ACI’ CITAT GTMCGATGMACAGCAM’ATGC CTTATAAGGGMMAMGGCACE GT. ACA

o B elemcnt 480 490 $oo 510 520 530 sqo sso seo 570 5eo 590 eoo

CGGM’GGTCT GATGGCCAMTAGAGCAAGCTAGATAGGT MCT GCGmTRCGCﬂTTGCATAGGGAGGGGGmTGTAGT GITAT GCM\TACT CITATGTMCGM'GMACAGCAATATGC mnrmccucmmcccz\a GT. ACA 600
CGGATGGTCTGATGGCCAGATAGGGCARGCARGARAG-~~~CTATGARRTACGCTTTTGCATAGGGAGGGGGARATGTAGTGTTATGCARTACTCTTATGTARCGATGARACAGCARTATGCCTTATARGGAGCGARRRGGCACTGTACA 590
CGGATGGTCTGATGGCCAGATAAGACGAGCAAGARAG----CTATGAARTACGCTTTTGCATGGGGAGGGGGARATGTAGTCTTATGCAACACTCTTATGTARCGATGARACAGCAATATGCCTTATARGGGARAAARGGGCACTGTACA 596
CGGATGGTCTGATGGCCAGATAAGGCGAGCARGAARG-~---CTATGARRTACGCTTTTGCATAGGGAGGGGGARATGTAGT CTTATGCAACACTCTTATGTARCGATGARACAGCARTATGCCTTATARGGGARARRAAGGGCACTGTACA 596
CGGATGGTCTGATGGCCAGATAAGACGAGCAAGARAG-~~~CTATGARATACGCTTTTGCATGGGGAGGGGGARATGTAGTCTTACACARTARTGT TATGTARCGATGARACAGCAATATGCCTTATARGGGARARARRGGCACTGTACA 596

CGGTGATTGGTGGAAGCAAGGTGGTATGATCGTGGTATGATCGTGCCTTATTAGGAAGGCARCAGACGGGT CTGATATGGATIGGATGATCCCCTTAGTTCCGCTTTGCAGAGATATTIGTATITAAGTGCCTAGCTCGATACAATARA

610 620 630 640 650 660 670 680 690 700 710 720 730 740
n n L " 1L L " I 1 " n n 1

n
CGTCGATTGGTGGAAGTAAGGTGGTATGATCATGGTATGATCGTGCCTTATTAGGAAGGCARCAGACGGGT CTTACATGGATIGGACGARCTCCTTAGTTCCGCATTACAGAGATATTGTATITAAGTGCCTAGCCCGACACARTARA 748
CGGTGATTGGTGGARGCARGGTGGTATGATCGTGGTATGATCGTGCCTTATTAGGAARGCARCAGACGGGTCTTACATGGATTGGACGAACTCCTTAGTTCCGCTTTGCAGAGATATTGTATTTAAGTGCCTAGCTCGATACARTARA 738
CGGTGATTGGTGGARGCARGGTGGTATGATCGTGGTATGATCGTGCCTTATTAGGARGGCARCAGACGGGT CTGATATGGATIGGATGATCCCCTTAGTTCCGCTTTGCAGAGATATTGTATITARGTGCCTAGCTCGATACARTARA 744
CGGTGATTGGTGGAAGCARGGTGGTATGATCGTGGTATGATCGTGCCTTATTAGGAAGGCARCAGACGGGT CTGATATGGATTGGATGATCCCCTTAGTTCTGCTTTGCAGAGATATTGTATITAAGTGCCTAGCTCGATACARTARA 744
CGGTGATTGGTGGAAGCARGGTGGTATGATCGTGGTATGATCATGCCTTATTAGGAAGGCARCAGACGGGT CTGATATGGATIGGATGATCCCCTTAGTTCCGCTTTGCAGAGATGCTGTATITAAGTGCCTAGCTCGATACARTARA 744

9 HN24XY03 53 =%k 3'UTR F 3o 47
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Majority TGTAGTGTTATGCAATACTCITATGTAACGATGAAACAGCAATATGCCTTATAAGGAAXAAAAAGGCACTGTACACGGIG

10 C/EBP 20

30 NFAP1 40 S0 €0 70 80

HPRS103 TG AGTGTTAEGCAATAEFCTT\TGTAACG TGAAACAQ

HN24XY03 ..|.ueen. meeeeeet. ..
GX14NNO1l ..|... c....E2B®......

tCAATATGCCTTATAAGGAAGAAAAAGGCACTGTACACGICG 80

Majority ATTGGTGGAAGCAAGGTGGTATGATCGIGGTATGATCGTIGCCTTATTAGGAAGGCAACAGACGGGTICTTACATGGATTIGG

YBOX 90 PREBOX 110 oﬂ\ﬁ.u‘o 140 1s0 YBOX
HPRS103 | ATTGGTGGAAGTANGGTGGFATGATCATGGTATGATCGTG] GGCAACAGACGGGICTTACATGRATIGG | 160
HN24XYO03| vvvuulennn. I3 P [T A I A 160
GX14NNOL| «vvuufennn. I3 P =T A GTev|unnn. 160

Majority ACGAACTCCTITAGITCCGCTITTIGCAGAGATATIGTATTITAAGTGCCTAGCTCGATACAATAAACGCCATTITTACCTICCCA
T T T T

170 180

150 TATABOX 210 220 230 240

1 1 1 1 1 1 1
HPRS103 ACGAACTCCTITAGTTICCGCATTACAGAGATATIGTATTITARGTIGCCTAGCCCGACACAATAAACGCCATTITTACCTICCCA 240

HN24XY03 ..cccececcecocnnnns TeGevevennnadaaann
GX14NNOl .T..T.C...cecevennn TeeBevevoosoadecasns

Majority CCACATTGGIGIGCACCTIGGGTITGATGGCCGGACCGTCGATTCCCTGACGACTACGAGCACCTGXATGAAGCGXGAAGGC

250 260 270 280 290 300 310 320

HPRS103 CCACATTIGGIGIGCACCTIGGGTTGATGGCCGGACCGTCGATTCCCTGACAACTACGAGCACCTGCATGAAGCG'GATGGC 320
HN24XYO03 ..vveeeeeeeeeecsosecssssscssssssssassssssssssssscscs Geveeeoonnnnnns Teeeeennn 'A.A... 320
GX14NNOLl ...ttt eeessnssssssssssscssssssssssssns Teeeeeennnna [CP Civeeenn AT....T.A'..A... 320
Majority TTCA

HPRS103 TICA 324
HN24XY03 .... 324
GX14NNO1l .... 324

10 HN24XYO03 #k U3 XEEFiAE T H
=N | B 25 A e a S
3 it GX16YLO2 [A R My, AWESE 23 ALV -] Wi f%

TR AT FHBOE T HE it s e e ik TAER =
UL (R (2021) 29%5) F5i, BLFE &N
Hon, FLITFRE EME . &IPS AL R
el RS B B & L 2ok, it E K
HRBR T 0 S, T EE H e TR 15 3] 1A S
i, PRSI XS 35 58 5 1 R R A T B, SR,
VFZMF9E R, ALV -] 576 38 [ 19 K 22 500y XS i
AT, JFHAERMME IR O S E hiF 2%
AR, X GRE AR TV AE 1 B RN . Meng
25T M [ B M O RS 3R 8 3 R 4 S 10 Bk ALV -],
W58 R B v [ R AR R MR A A B K 22, Li Y
X VPG A ) 8 b XS RE TR T T RAE R TR
PR, 560 AEEA AR ESIE 71 Bk ALV-), ER4
BEPR 5 Z BN FE S ARG | B XS R A XS B v 23 25 1 Y
bk, ER5EE, KPR 2
MR FEAR R I AR 4 FHR-E , T — A )
AL S, fERET R E TSR ALV -] A A
SRS AR AS a3 A ST DA FH M X BE AL R £
XA B F 1 Bk ALV, 2L F 540045 5
7, HN24XYO03 k5 ALV -] 4 J PR 41 A% 1 1 1) AH 12X
A 94.3% ~ 95.8%, 5 VG 4> B fk GX14NNO1 |

AN PR B T SEA

gp85 A A FE S AR D E FE, H: i A8 IXORN AT AR X
WAET ALV W RITEHE AR ALV-] gp85 5
FHRAF UFRAT R A SR B AL 340 5@ ad b
X} ALV-A & ALV-E () gp85 @ HRMF I KL, gp85
BOEE S MESXEL, 4% HRL, HR2, VRI,
VR2 Al VR3VY | il ALV -] [ gp85 k& [H 5 Hifth W0
F R R A SRR PR 40% ) S K R T )
Xt & B, 59 E 45> 8 2 % 8tk HPRS103 A L,
HN24XY03 BRAETE 34 > S SE R A8 S5 67 S A 1 A7 5
(D61-) Brsde, Hrp 9 MET hel X, 9 M T hi2
X, gkBEREL, ALV-] gp85 52K A XN
37 ~ 283 i X 48k B AN 3% L2 ¢ 51, 0 gp8S K Y
E114—, R117G, NI12313iX 3 4~z s mg Rl & 48 v] &
RS chNHEL 2 A1 73858 . A1231 RAF A g 238
5 gp85 FLF N ¥t RBD XIUMARE M, JFidi/bas [Hhr
B, M M3 fin gp85 5 chNHE1 32 1A 45 & 1Y 7] fig
PEST D HN24XY03 Bk 7E hrl | he2 XAPHIAEAE 9 5
A, HS A R Tk — 20T

FALT R E A mRNA 19 3" JEBIIEIX, ssRNA
(+) FREEIEIZ RNA 19 3'UTR W& B Z R REN)
g5y, 3'UTR 52k A3 Al 32 AR IR R AR A L



BHEEE

2025 4F

957 &

7 <113 -

kA BEAE N, S5 ERESRR 4] RNA 1
b, BRI AEESY D ALV -] 3'UTR 4245 r—TM,
DR1 FI1E element Z544), r—TM ¥4 8N N 20k 55 52 6 00
Ty, HERMFR LI, ©5 ALV-] X~
FER B EA X DR-1 % T 5 mRNA M4
MRz s AR EEDS | E element 595 5 1 BUE
AP HIAET Xu 5 s R, P EK
LB ALV-] FERRAE 3'UTR i v=TM X J8{ & A T Gk
g, WITHES A AE 3 UTR ) ALV -] JBe P v b
F I LH 2 A, UERH T 3'UTR B4 5 W0 9 2% 1 41
SURGEPE, AT DRI R R R A, A
A-r—TM 3’UTR B ALV -] #EPRTE A 40 L rb 3 5
R, AKX 3 UTR FR8 o dr g SR R, 55
RI¥k HPRS-103 A1, HN24XYO03 #kLPA KSR 6 R 5%
WY PE A B Rk GX16YL02 . GX14NNO1, GX17NNO5
PR o—TM KSEe , 5 IR as AT, B
ISR A Ff T i — 2R UESE

f7F LTR WA U3 DXIEE R o 224 ~ 233 1%
TR, B 505 b w10 S AN =2 JE0R 3 R A 3%
o U3 XAL& Z A=A oo, X Esoofhn] LY
T = 40 A 2 53 DR R LA R 45 3 AR AR, ki
9Kl RNA G o da o F il i sk i, U3 XY
GRS A B Ma 2514 X} 2013 4
% 2018 AFEHIRNY 260 > [ iim R T XY HEA HEAT T4
JE, B 18 Bk ALV-], U3 XTS5 LB, 18
A PR 53 B8 PR ) e SRR O AR AR X RS, A 2 A
CArG box. 1 > TATA box. 1 /> C/EBP. 2 I Y box
F12 4~ PRE box, {HRZE M U3 KIFIFTE 5
AP AR IESE S . T HN24XYO03 #k U3 XA 5 2 4
Y box, C/EBP, E2BP, NFAP-1_ CArG box, TATA
box. PRE box Z5%#: =044 1 4>, 5 HPRS103
FEMIEL, HF 58, 59 MBI AT, ERT 14
CArG box 451y, WA Rf T it — L5,

Zi b, ARWFFEE L PCR AN o5 B 4H 2127 W ¢
FORTE B S Sk, INIERL B (5 BH A 7 138 gy
B F) 1k UTR-Ar-TM ALV-J, Z3Ekk U3 X7 554
SEVFETCA XS AR SY, ik — 25T ALV -] B 800
PR BE i LAl

A

(1] Ja%0al, #5046, M4, % 1. K WREE A I % 3 19 4 B
FHEEEN (gp85) HHFHIAHT [J]. PESEZE, 2024,
60 (4): 1-10.

[2] PAYNE L N, NAIR V. The long view: 40 years of avian leukosis re-
search [J]. Avian Pathol, 2012, 41 (1) 11-19.
[3]  E&F, &M, hh. FREH T A5 2 20— 8 H e

[6]

[8]

[9]

[10]

[11]

[12]

[13]

[14]

[15]

[16]

[17]

[18]

[19]

[20]

[21]

[22]

BEHWREASEE [T]. MEESAAR, 2012, 28 (6): 609-614.
SRUFWE, BRAET, ZEERAE, ST ARHUT SRS ALV -K 43I
AT T gag HER 12 bp 2R X5 75 41 52 1 58 1 3 Wi i1 BF 5

[J]. BHC R, 2022, 53 (11): 3956-3966.

PAYNE L N, BROWN S R, BUMSTEAD N, et al. A novel
subgroup of exogenous avian leukosis virus in chickens [ J]. J Gen
Virol, 1991, 72 (4) . 801-807.

FADLY A M, SMITH E ]. Isolation and some characteristics of a
subgroup J-like avian leukosis virus associated with myeloid leukosis
in meat—type chickens in the United States [J]. Avian Dis, 1999,
43 (3): 391-400.

kR, BEAT, ZRmdt, 5. XGHY T ERE M 5 1Y 23 88 R
SPREFILLES [J]. EEA, 2000 (4): 341-346.

DAVIDSON I, BORENSHTAIN R. The feather tips of commercial
chickens are a favorable source of DNA for the amplification of
Marek’s disease virus and avian leukosis virus, subgroup J [J].
Avian Pathol, 2002, 31 (3). 237-240.

HUE D, DAMBRINE G, DENESVRE C, et al. Major rearrangements
in the E element and minor variations in the U3 sequences of the avi-
an leukosis subgroup J provirus isolated from field myelocytomatosis

[J]. Arch Virol, 2006, 151 (12). 2431-2446.

XU B, DONG W, YU C, et al. Occurrence of avian leukosis virus
subgroup J in commercial layer flocks in China [J]. Avian Pathol,
2004, 33 (1). 13-17.

SUN S, CUI Z. Epidemiological and pathological studies of subgroup
J avian leukosis virus infections in Chinese local “yellow” chickens

[J]. Avian Pathol, 2007, 36 (3):. 221-226.

BT, A, XU, AE RS O BLE T LA I
[J]. B4R, 2005 (4): 584-587.

LIN W, LI X, DAI Z, et al. Molecular epidemiology of J—subgroup
avian leukosis virus isolated from meat —type chickens in southern
China between 2013 and 2014 [J]. Arch Virol, 2016, 161 (11):
3039-3046.

MA M, YU M, CHANG F, et al. Molecular characterization of avian
leukosis virus subgroup J in Chinese local chickens between 2013
and 2018 [J]. Poult Sci, 2020, 99 (11). 5286-5296.

AT 7 SRR B 1 UG WA AT 2 U e B D v Al B AR E
R [D]. M. HMIE, 2019.

ity , Bk, WAL, % FHISE E MR T
HEEFZE [J]. hEEERE, 2018, 48 (1) 81-86.
SRBE. I EHREE L B 2 IR AR 15 A0 B2 R e
FRENZERIIE [D]. dbat: PERIBABE, 2017.
MUNGUIA A, FEDERSPIEL M ]J. Avian sarcoma and leukosis virus
envelope glycoproteins evolve to broaden receptor usage under
pressure from entry competitors [ J]. Viruses, 2019, 11 (6): 519.
NG, AR, AR, S ALV 5 MDV IR G R 1 B
I R S 2 il [J]. PEZK &, 2018, 40 (14): 57-61.
XIE Z, FADL A A, CIRSHIEK T, et al. Detection of avian adenovi-
rus by polymerase chain reaction [J]. Avian Dis, 1999, 43 (1) .
98-105.

X2, GEEERE, 20U, A5, BIGR XG J LR I R
AR B S A RE R B TR S L 12 [T]. R B R Ak
2017, 53 (4): 47-49.

M, TeRE, BILTE, 5. 8 AN L A Y2
[J]. hEEHCEE, 2024, 51 (6): 2671-2679.



<114 - Animal Husbandry & Veterinary Medicine 2025 Vol. 57 No.7
[23] %Iﬁﬁiﬁ"', fBU\%’%, PP SE1 BRI WREE MG TE enw FEH leukosis virus, subgroup J) has an env gene related to those of en-

[24]

[25]

[26]

[27]

[28]

[29]

[31]

[32]

SRR AR B (). PEEE R, 2023, 50 (5):
1785-1795.

QU Y, SUN H, SUN M, et al. Sequence analysis for the complete
proviral genome of avian leukosis virus subgroup J associated with
haemangiomas, leiomyosarcomas and myelomas in layer flocks [J].
Acta Vet Hung, 2012, 60 (3):. 343-354.

SU Q, CUI Z, ZHANG Z, et al. Whole—genome analysis of an
emerging recombinant avian leukosis virus in yellow chickens, south
China [J]. Transbound Emerg Dis, 2020, 67 (5) . 2254-2258.
LI H Q, ZHANG F F, CHEN L, et al. Whole—genome analysis re-
veals possible sources of ALV -] infection in an anyi tile—like gray
chicken flock [J]. Poult Sci, 2022, 101 (5): 101764.

MENG F, LI Q, ZHANG Y, et al. Characterization of subgroup J
avian leukosis virus isolated from Chinese indigenous chickens [J].
Virol J, 2018, 15 (1) 33.

LI H, TAN M, ZHANG F, et al. Diversity of avian leukosis virus
subgroup J in local chickens, Jiangxi, China [J]. Sci Rep, 2021,
11 (1) 4797.

Wi, fff, FEE, % SRR EAGTEA pI5 FERIER
BEFIRBAR R N AR I A R b i 3Rik [J]. S
PP, 2021, 53 (4): 89-94.

WANG Z, CUI Z. Evolution of gp85 gene of subgroup J avian leuko-
sis virus under the selective pressure of antibodies [J]. Sci China C
Life Sci, 2006, 49 (3): 227-234.

BOVA C A, MANFREDI J P, SWANSTROM R. env genes of avian
retroviruses ; nucleotide sequence and molecular recombinants define
host range determinants [ J]. Virology, 1986, 152 (2): 343-354.
BAI J, PAYNE L N, SKINNER M A. HPRS-103 ( exogenous avian

[33]

[34]

[35]

[36]

[37]

[38]

[39]

dogenous elements EAV-0 and E51 and an E element found previ-
ously only in sarcoma viruses [ J]. J Virol, 1995, 69 (2):
779-784.

YU M, ZHANG Y, ZHANG L, et al. N123I mutation in the ALV—J
receptor—binding domain region enhances viral replication ability by
increasing the binding affinity with chNHE1 [ J]. PLoS Pathog,
2024, 20 (2): e1011928.

LIU Y, ZHANG Y, WANG M, et al. Structures and functions of the
3" untranslated regions of positive — sense single — stranded RNA
viruses infecting humans and animals [ J]. Front Cell Infect Micro-
biol, 2020, 10. 453.

WANG Q, GAO Y, WANG Y, et al. A 205—-nucleotide deletion in
the 3’ untranslated region of avian leukosis virus subgroup J,
currently emergent in China, contributes to its pathogenicity [J]. J
Virol, 2012, 86 (23): 12849-12860.

OGERT R A, LEE LH, BEEMON K L. Avian retroviral RNA ele-
ment promotes unspliced RNA accumulation in the cytoplasm [J].J
Virol, 1996, 70 (6): 3834-3843.

CHESTERS P M, SMITH L P, NAIR V. E (XSR) element con-
tributes to the oncogenicity of avian leukosis virus ( subgroup J)
[J]. T Gen Virol, 2006, 87 (9): 2685-2692.

XU M, QIAN K, SHAO H, et al. 3'UTR of ALV-] can affect viral
replication through promoting transcription and mRNA nuclear export
[J]. T Virol, 2023, 97 (11): e0115223.

TOMIOKA Y, OCHIAI K, OHASHI K, et al. Genome sequence a-
nalysis of the avian retrovirus causing so—called fowl glioma and the
promoter activity of the long terminal repeat [ J]. J Gen Virol,

2004, 85 (3): 647-652.





