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Abstract; This study aimed to screen potential high yield cellulase probiotics and to explore its probiotic effect to be used in production
practice. Carboxymethyl cellulose plates were used to screen cellulose strains from the intestinal contents of sheep, in order to determine the
cellulase activity and to select the target strain. Then, morphological analysis, biochemical tests and sequence analysis of the 16S rDNA gene
were used to identify the target strain species. Finally, it’s the growth curve, protease and a—amylase production capacity, pathogen inhibi-
tion capacity, acid and bile salt resistance capacity, drug sensitivity, and host safety of the strain. The results showed that eight cellulase—
producing strains were selected from the samples. The most cellulose—producing strain ECL1. 2 was selected according to the ratio of transpar-
ent circle (H) and colony diameter (C) and cellulase activity. The carboxymethylcellulase activity was 18. 61 U/mL, which was identified
as Bacillus subtilis. ECL1. 2 entered the logarithmic growth phase after 16 h of culture and reached a plateau at 24 h of culture. Its protease
and a—amylase viability were 2. 08 U/mL and 19.7 U/mL, respectively, and it inhibited the growth of Escherichia colt, Salmonella enteriti-

dis and Staphylococcus aureus. Being in pH 2—7 culture for 4 h and in the culture with bile salt at concentration of 0. 1% —0.3% culture
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for 8 h, the strain had a survival rate over than 60% , with a little acid resistance and bile salt resistance. ECL 1. 2 had low sensitivity to lin-

comycin, intermediate sensitivity to gentamicin, and high sensitive to penicillin, cefazolin, clarithromycin, norfloxacin, vancomycin, and ri-

fampin. It showed safety for mouse organs and intestines, and was helpful for their daily weight gain and food intake. In conclusion, Bacillus

subtilis ECL 1. 2 could be used as a potential probiotic fermentation strain.
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