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Abstract; This study aimed to examine the prevalence and resistance characteristics of Salmonella in waterfowl farms in southern Jiangsu
Province, to identify its predominant serotypes and sequence types (ST) , and to analyze the distribution of resistance genes in the extensive-
ly drug-resistant (XDR) strains. Samples were collected from waterfowl sources in southern Jiangsu Province for bacterial isolation and cul-
ture, PCR identification, serotype determination, and for MLST typing. The K-B disk diffusion method was used for antimicrobial suscepti-
bility testing. The whole—genome sequencing technology was used to test the drug resistance of the isolated Salmonella strains. The results
were as follows: From 257 waterfowl samples, 30 Salmonella strains were isolated, with a positive rate of 11. 67%. The serotypes identified
include 27 typhoidal strains, 2 enteritis strains, and 1 Newport strain. The ST typing revealed 19 strains of ST19, 4 of ST2441, 2 of ST1546,
2 of ST40, 2 of ST34, and 1 of ST68. Among these, 9 strains exhibited MDR, and 3 strains were classified as XDR, showing a high resist-
ance to B-lactam antibiotics. The XDR strains carried multiple resistance genes targeting aminoglycosides, beta—lactams, chloramphenicol,
quinolones, tetracyclines, and sulfonamide antibiotics. In conclusion, Salmonella strains in waterfowl farms in southern Jiangsu exhibited

high levels of drug resistance and genetic diversity.
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