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Abstract; This study was to prepare polyclonal antiserum against porcine immunoglobulin joining chain, and provide material for immuno-
logical function research on the joining chain. The open reading frame (ORF) of the J chain was amplified using PCR and was subsequently
cloned into prokaryotic expression vector pET30a. The recombinant plasmid pET30a-] was successfully constructed and transformed into
BL21 (DE3) competent cells to express the J chain. To generate polyclonal antiserum against the J chain, the purified J chain was mixed
with complete Freund’s adjuvant and administered subcutaneously on New Zealand white rabbits. Finally, ELISA, Western blot and IFA as-
says were performed to identify the function of the prepared antiserum. The J chain was expressed as an inclusion body in Escherichia coli,
and was successfully purified using NI-NTA affinity chromatography. The antiserum titer post four immunizations was measured using ELISA ,
the results showed that the valid dilution was as high as 1 : 6 400. The Western blot analysis showed that the obtained polyclonal antiserum
could bind to the J chain produced in the prokaryotic expression system. To further assess the reactivity of the prepared polyclonal antiserum,

the recombinant plasmid pcDNA3. 1-] was constructed and transfected into 293T cells to express the protein. The results from IFA and West-
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ern blot indicated that the prepared polyclonal antiserum specifically recognized the J chain expressed in the eukaryotic cells. In addition,

ELISA and Western blot were employed to detect the reactivity of the antiserum and the J chain in sow’s milk, and the results indicated that

the prepared antiserum specifically recognized the J chain in the milk. This study successfully prepared the polyclonal antiserum against the

porcine immunoglobulin J chain, providing materials for exploration of the immunological function of the J chain protein.
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