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Abstract; The study was to investigate the changes in ROS secretion and related gene differential expression following Mycoplasma hyo-
pneumoniae (Mhp) infection of 3D4/21 cells, and to analyze the functions and potential infection mechanisms of these differentially ex-
pressed genes by selecting appropriate time points. High—throughput sequencing technology was used to analyze gene expression in Mhp—in-

fected cells, and functional enrichment analysis was performed on the differentially expressed genes ( DEGs) using GO and KEGG. The

Wik B . 2024-09-23; & H . 2025-06-17

FEWH . EEIAA =l B A e Z T 0B BB 5 L T (nyeytxgxextd 2023 - 15-02) 5 B 7R E A IE 5 H AR I KI5 H
(20232039) ; J AR S LW (BERFLW23-4) 5 JRERBTLAHE R E (AR 202409-01-3) ; TTRERLEHE A %5 24 TR0
H (72023033, 7202222); J VEQIHTIRsNE R G £WH (HR AA17204057-1)

B UKE, &, Wit A, &, mit fILFESE—EE

EEEE . R, Wi, BREWON, BT EEY, E-mail; 15177775660@ 163. com; FREA, AR, FEGEET, BRI
AL GSR IR S A FAEY2:, E-mail chen_zhong—wei@ 163. com,



- 86 - Animal Husbandry & Veterinary Medicine 2025 Vol. 57 No. 8

results showed that there were 1 940 differentially expressed genes between Mhp—infected cells and blank control cells, with 1 070 upregulat-

ed and 871 downregulated. The GO functional analysis revealed that the impact of Mhp on 3D4/21 cells primarily focused on cellular proces-

ses, metabolic processes, and biological regulation. The KEGG enrichment analysis indicated that the differentially expressed genes were

mainly enriched in pathways related to cancer development, redox reactions, chemical carcinogenesis, MAPK signaling, and PI3K-Akt sig-

naling. This study provided new insights into the molecular mechanisms of Mhp infection and laid a foundation for the development of targeted

drugs for the prevention and treatment of Mycoplasmal pneumonia in swine.
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