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Abstract; Caprine enterovirus (CEV) is a pathogen infecting goats or sheep, inducing digestive, respiratory and nervous diseases. Howev-
er, the prevalence the enterovirus in Xinjiang is still unknown. In this study, 213 fecal samples were collected from sheep in five regions in
northern Xinjiang and were tested for CEV by RT-PCR, in order to understand the infection of CEV in the northern Xinjiang area and to as-
sess the influence of different factors on CEV prevalence. Then, the 5'=UTR sequences of the positive samples were analyzed for genetic evo-
lution. The results showed that the total positive rate of CEV in sheep of northern Xinjiang was 39. 4% (84/213), and the positive rates in
the five regions were distributed from 15.0% to 69.0%. The CEV positive rate was 22. 8 percentage points higher in the captive mode of
sheep raising that in the free—ranging mode; and the CEV positive rate was 19. 2 percentage points higher in diarrhea inflicted sheep than in
normal flocks. In addition, the mixed infections of CEV with OAstV and OAdV reached 33. 8%. The results of homology and genetic evolution
showed that the obtained seven CEV 5'~UTR genes were clustered in the same branch, and belonged to EV-G species, with homology being
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81.2%-97. 1% between these viruses. The present study indicated that CEV was circulated in the northern Xinjiang area, and belonged to

EV-G species. CEV might be an important pathogen causing diarrhea in sheep, and its positive rate was related to the breeding mode.
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2 |25 94.5 |96.4 |93.7 |90.3 [81.8 |96.4 |97.1 |96.1 [96.6 [93.5 |92.5 |92.5 (83.0 [81.8 |821|739 |77.3| 2 A HaMi-H7
3 |55 |58 - 94.2 |94.8 |90.4 [84.3 [94.3 | 945|945 (955 (941 |945 |93.1 (844 (825|833 |736 (774 | 3 A HaMi-H10
4 |42 |38 | 6.1 93.3 [90.6 [81.8 |96.4 |95.7 |95.9 [96.9 [92.1 |91.8 |91.1 [83.1 [82.8 |814 |747 [793 | 4 A TaCheng-0330H6
5 |74 |67 |55 |72 - 89.9 |181.4 (924 |91.6 |945 |94.7 |92.4 |93.1 |91.9 |835 827 |81.6 |749|768| 5 A WenQuan-0328H8
6 [121]105|10.4 |10.1 |11.0 - 83.6 |89.5 |89.0 [90.5[90.2 |89.7 |90.2 [90.0 [85.1 |84.7 |84.7 |73.7 |[775| 6 A FuKang-0308H1
7 216214 (178 (213|219 |189 - 822 |81.7 |81.9 (827 (827 | 825|822 |90.4 [89.7 |945|703 |738 | 7 A FuKang-0303H4
8 |37 |37 |60 |37 |82 114|208 95.191.8 |92.7 [90.5 |88.8 |89.1 {818 [79.2 821|750 (782 | 8 KU297674.1 EV-G20-JL14

§ 9 |29 |30 |58 |45 |91 (120|214 48 - 916|921 (91.1 |89.1|89.7 |821 |79.4 |81.8 |749|791| 9 MN598036.1 GEV-JL-LS174

ﬂﬁt 10 | 55 | 40 | 57 | 42 | 58 (103|211 | 85 | 91 - 97.1 |90.7 | 90.3 |90.0 {824 |80.5 821 |76.2 |[79.2 | 10 MN598034.1 GEV-JL-LS127

4 11 |42 | 35|47 |32 |55 (106(201| 76 | 85 | 3.0 - 91.8 |90.2 |90.1 |83.2 [80.3 |82.1|76.1 |80.3 | 11 MN598035.1 GEV-JL-LS165
12 |71 |69 |63 |85 |82 (11.2]201/10.1| 96 [10.1]| 88 - 91.1 /935 |83.6 [81.4 |825|757 |80.0 | 12 MN598038.1 OEV-NX-DR26
13 |85 |80 |57 |88 |74 |106|204|121|12.0|105|10.7 | 9.7 - 92.3 83.1|80.7 |80.7 | 752 |79.2 | 13 MN598040.1 GEV-SD-S68
14 |91 /80|74 |97 |87 |10.9|208|11.7|11.2|10.9|108| 69 | 8.3 - 827 [80.7 |82.1 {75.6 [80.1 | 14 MN598041.1 GEV-NMG-F37
15 |19.4 |19.6 |{17.6 |19.5|18.9 | 16.8 | 10.5 | 20.9 | 20.7 | 20.4 | 19.3 | 18.8 | 19.4 | 20.0 839 /889|742 |766 | 15 JQ2777241 EV-G5-TB4-OEV
16 |22.2 (213|202 |19.9 |20.0 [17.4 |11.5 245|245 (228|231 |21.7 |22.6 |22.6 | 18.6 86.0 |70.0 [74.1 | 16 MG958646.1 EV-G7-990/UK-NI
17 |21.1]20.9 |19.2 /219|216 [174 | 58 |20.4 |21.2 |20.8 [20.8 |20.3 | 22.8 |20.8 [12.3 | 15.8 - 737|766 | 17 MZ679284.1 OEV-66-k141-25260
18 |32.0 |32.6 |33.1 |31.3 |30.9 [32.9 [38.6 |30.3 | 30.7 [28.8 [29.0 | 29.6 | 30.3 | 29.7 [32.0 |38.9 |32.7 - 762 | 18 D002141  EV-E1-BEV-VG-5-27
19 |26.9 |27.5 (273|246 |28.2 |27.2 (332|257 |24.7 |24.6 [23.0 |234 |247 |23.3 (285 (322|285 289 19 DQ092770.1 EV-F1-BEV-261

1 2 3 4 5 6 7 8 9 10 | 11 | 12 | 13 |14 |15 | 16 | 17 | 18 | 19
T AR EER CEV 5'-UTR FF31,
1 B3iERE 5'-UTR EERFEET L4 R
2.6 5'-UTR FHi&EEit 5 R AR, Hodr, 6 Bk CEV 5'-UTR J¥31 5N

M GenBank H13f15 EV-G . EV-E, EV-F fiZ&%
BRI 5" -UTR 741, I Megall {444 #5441k
B, ZERFEW, AR HEER CEV 5’ -UTR J¥41 5
EV-G FiZHH{HIT IR N —, 5 EV-E, EV-F

HILH) CEV 2% # B AR —K, FuKang—-0303H4
5 OEV-66-k141-25260 #kAb[Rl—2r 3% (K 2),
AR ESS R, RIS X CEV JATHE N
G FAIENEF .

MN598036.1 GEV-JL-LS174
A Buerlin-0316H2
KU297674.1 EV-G20-JL14
A HaMi-H7
A TaCheng-0330H6
MN598035.1 GEV-JL-LS165
MN598034.1 GEV-JL-LS127
A HaMi-HI10

A WenQuan-0328H8
MN598038.1 OEV-NX-DR26

MN598041.1 GEV-NMG-F37

MN598040.1 GEV-SD-S68
A FuKang-0308H1

JQ277724.1 EV-G5-TB4-OEV
MG958646.1 EV-G7-990-UK-NI
ﬂg E MZ679284.1 OEV-66-k141-25260
97 A FuKang-0303H4

D00214.1 EV-E1-BEV-VG5-27
MG650158.1 EV-E-BJ101
PQ469036.1 EV-E-XJ-FHT

DQ092770.1 EV-F1-BEV-261
MK639928.1 EV-F-SD-S67
MN598018.1 EV-F-HeN-YR91

EV-G

100

100

99 EV-E

100 EV-F

100|

0.05

. ANARISEH CEV 5'-UTR F51,

B2 MERE 5-UTR FI#HLH S5
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FOPZIR e AR R AR, msgxt CEV B .

PO N BN NGB S W N il 95 2N E S
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DXk T, BHPE R AE 15. 0% ~69. 0% , AS[a]Hb X
CEV FHMR 22 A0k, ] AE5 4 1 i 37 48 BUK -
FUIXRR, FRAEREFER BT CEV H
PR, WHEEE, EALFMEEAFT CEV H
etk [FnE, BI55AEEE F¥ AL CEV &Y, H
MG FIHMRE R, XA T CEV 24 EEUE
R, TEMEROIRZS R, CEV Al fe 7514 oy AR B g,
— B G 2 KOV B AR SR A B B L, CEV
B S EUETE ) BN R, SIS, M
XA T CEV BHE R A, w148 M T
SREALEE X CEV AT F R s A [ 2R, A IX
PR 1 2 B B 1 SR M A IS AR i

CEV il F 5 HAbR R /N 4 B 8 . 400
BRI EE . FIN YT . 2R R SR S
Y NIRRT SRR fe B R, SEUEE S
PRI B E DR B o e 0 16 20 2 AR 5 X R A 1
FeSh BR T JF JB CEV. OAstV, OAdV # I, if %}
BCoV'™ | BRV"' | MRV &5 & UL I V5 9 B ik 47 46
W, 5 H B, ST BRV, MRV Ay B,
BCoV S HMUEYL, i CEV, OAstV, OAdV fF1EIRA
LG B, YL R RIS CEV + 0AstV, CEV +
OAdV —HIR ARG, LK CEV+O0AstV+0AdV —
RARG, U LEIEG, SECEEE RN E 2,

CEV. OAstV Hl OAdV TEHZ VS 4 8 1Y i A 5 5
Bl2E B P,

AHIF 5 1k X6 7 I DX ek 4 R BER CEV W4T
TEOLA AL, 3R BIZ X I A7 AE CEV By, JF M
SR BUESE AT EER Y EV-G Ff, 278 CEV
S GG B A IR, L H MR e R R 4R
%, Hh 5FMEEAABVICR . A5 H i
CEV B 5 45 1l 2 Bl 22 A B R F it 4 i T 2
g ILA
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