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Abstract; This study aimed to analyze the bioinformatics characteristics of the yak transcription factor JunD gene and investigate its effect
on myoblast apoptosis in the animal. Bioinformatics analysis of the yak JunD gene was performed using TMHMM-2. 0, ProtParam, SignalP
5.0, and SWISS-MODEL. After constructing interference fragments and overexpression vectors to knock down or overexpress the JunD gene,
the regulatory effects of JunD on myoblast apoptosis in yaks under different expression conditions were analyzed using Western blot, immuno-
fluorescence staining, flow cytometry, and real—time quantitative PCR (RT—qPCR). The results were as follows: The correlation analysis in-
dicated that the yak JunD gene was primarily localized in the nucleus, encoding 346 amino acids with 35 potential phosphorylation sites, in-
cluding putative target sites for key protein kinases associated with cellular processes such as p38 mitogen—activated protein kinase ( p38
MAPK, related to differentiation) , casein kinase II (CKII ), and cyclin—dependent kinase 1 (cdc2, both associated with cell cycle regula-
tion) , and contained no transmembrane helices or signal peptide. The RT—qPCR and Western blot results showed that interference with JunD
significantly raised both mRNA and protein expression levels of apoptosis marker genes including Bel2 —associated X protein ( BAX) and
caspase—9 ( Caspase9) (P<0.05). After overexpression, the mRNA and protein expression levels of apoptosis marker genes BAX and

Caspase9 showed opposite trends to the interference results, both significantly decreasing ( P<0.05). The flow cytometry analysis showed
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that, after JunD interference, the late apoptosis rates were similar between the control and interference groups, but the early apoptosis rate in

the interference group was significantly higher than that in the control group; while the experimental results after JunD overexpression showed

the opposite trend to the interference group. In conclusion, the JunD gene was mainly localized in the nucleus. Interference with JunD promo-

ted myoblast apoptosis, while overexpression inhibited myoblast apoptosis; which suggested that this gene might play an important regulatory

role in muscle growth and development of yaks.
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BT NC 2H, XF Si—JunD FIXJ BB NC 40 g )4 T
K (B2+B4) WAL EHE, 55K, Si-JunD 9 JunD EETFHHEEN
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