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Abstract ; C129R is a Mn dependent superoxide dismutase encoded by the African swine fever virus (ASFV) genome, and E165R is a uri-
dine deoxyribonucleoside triphosphate encoded by the ASFV genome, both of which are involved in the replication of ASFV. In order to study
the extracellular functions of the C129R protein and E165R protein of ASFV | and to guide the diagnostic method and immunoprophylactic re-
search of ASFV. In order to detect the functions of the C129R protein and E165R protein of African swine fever virus (ASFV) , and to guide
the diagnostic method for and immunoprophylactic research on ASFV. Codon optimization was executed on the sequences of C129R and
E165R of ASFV SY-18, and the recombinant protein were expressed in Escherichia coli and purified. Then, the reactions of C129R and
E165R were identified using Western blot and their extracellular enzyme activity was measured. Finally, the structure of C129R was predicted
and analyzed, and soluble expression of the C129R and E165R proteins was achieved, with recombinant protein molecular weights of approxi-
mately 15 kDa and approximately 18 kDa, respectively. Western blot showed that C129R protein and E165R could produce specific reactions

with ASFV positive serum. The determination of extracellular enzyme activity showed that both C129R and E165R had extracellular enzymatic
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activity, with specific enzyme activity of (60.2+3.8) U/mg and (32.6+2.4) U/mg, respectively. The structural prediction result of

CI129R showed that it was a dual domain protein, mainly composed of the N—terminal o domain and C—Terminal o/ domain. The junction

of the C129R N-terminal a domain and C—Terminal o/ domain might be the main active site, and conservative 8 bucket (K;,—A ), ) might

play an important role in its function. This study laid a foundation for the diagnosis and immunoprophylaxis of ASFV.
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