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Reconstruction and characterization of a stable Getah virus strain

expressing green fluorescent protein
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Abstract; In order to develop a recombinant Getah virus capable of expressing exogenous genes , this study employed reverse genetic tech-

nology to insert the ZsGreen protein at the C—terminus of the nsP3 gene of Getah virus by transfecting a cDNA clone pSM~-GETV-nsP3/Zs-

Green into BHK-21 cells and investigated its growth characteristics. Our findings demonstrated that, upon transfection into BHK-21 cells,

the infectious ¢cDNA clone pSM — GETV — nsP3/ZsGreen expressed green fluorescent protein, and subsequently rescued reporter virus

exhibiting stable propagation (for at least 10 passages) in BHK-21 cells with excellent genetic stability. The multi—step growth curve analy-

sis revealed that GETV-ZsGreen reporter virus displayed slightly reduced replication ability compared with its parental strain in BHK-21

cells; nevertheless, it still achieved a high viral titer. In summary, we successfully constructed and rescued a genetically stable GETV report

virus, designated GETV-ZsGreen.
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