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Abstract; The aim of this study was to investigate the relationship between the osteopontin ( OPN) gene and proliferation and apoptosis of
ovarian granulosa cells (OGCs) in Guizhou black goats. Using Guizhou black goat as the research object, we screened the interfering vectors
by constructing four interfering vectors of OPN gene, transfecting them into OGCs, and detecting the inhibition efficiency of different interfer-
ing vectors on the OPN gene by real—time fluorescence quantitative PCR (RT-qPCR). We used cell counting kit—8 (CCK8) to detect the
proliferation viability of the cells, and the cell scratch assay to detect the migration ability. And we detected the expression of the reproductive
marker genes and the apoptosis—related genes associated with them by fluorescence quantitative PCR. In this study, four interference vectors
of the OPN gene were successfully constructed. shRNA-OPN-222, shRNA-OPN-385 and shRNA-OPN-741 all suppressed the gene ex-
pression of the OPN extremely significantly, compared with the sSsRNA-NC group (P<0.01), and the suppression effect of sStRNA-OPN—
222 was the most effective. The results of the CCKS8 and cell scratch assay showed that sARNA-OPN-222 highly significantly inhibited the
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proliferative vigour and migration ability of OGCs, compared with the shARNA-NC group (P<0.01). The RT-qPCR results showed that si-
lencing the OPN gene highly significantly inhibited the gene expression of the DCN2, CYP19A1 and ESR1 (P<0.01), significantly promo-

ted the gene expression of CTNNB2, Caspase—3 and Bax (P<0.05), and had no significant effect on the gene expression of the FTHI,

Caspase—9. In conclusion, this study indicated that interference with the OPN gene effectively inhibited the proliferation and migration of

0GCs, lowered the expression level of the reproduction—related genes, and simultaneously promoted the apoptotic process of the cells. These

results laid a foundation for further elucidation of the molecular mechanism by which the OPN gene affects the reproductive rate of goats.
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