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Abstract; This study aimed to explore the effect of IncRNA CUFF. 253988. 1 on T—2 toxin—induced ovarian granulosa cell injury in por-
cine. Here, primary porcine ovarian granulosa cells were isolated and cultured, and were then identified by fluorescence—labeled FSHR anti-
body. The RT —qPCR was employed to assess the impact of T —2 toxin on ovarian granulosa cells and their mitochondrial IncRNA
CUFF. 253988. 1 transcription levels. Additionally, the RNA fluorescence in situ hybridization technology was utilized to examine the effect of
T-2 toxin on the cellular localization of IncRNA CUFF. 253988. 1. Flow cytometry was employed to analyze the effects of T—2 toxin on reac-
tive oxygen species (ROS) , mitochondrial membrane potential, and apoptosis of the ovarian granulosa cells. Furthermore, transmission elec-
tron microscopy was used to observe the impact of T—2 toxin on cell ultrastructure. Antisense oligonucleotide ( ASO) was specifically em-
ployed to silence IncRNA CUFF. 253988. 1, and subsequent changes in relevant indicators were monitored. The results showed that T-2 toxin
notably boosted the levels of IncRNA CUFF. 253988. 1 in both cells and mitochondria ( P<0.01), leading to enhanced concentration of
IncRNA CUFF. 253988. 1 within the mitochondria. Upon silencing IncRNA CUFF. 253988. 1, the T-2 toxin—induced structural damage to
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the mitochondria was mitigated, resulting in a marked reduction in cellular ROS generation ( P<0.01), restoration of mitochondrial mem-

brane potential (P<0.01), and inhibition of cellular apoptosis ( P<0.01). These results indicated that IncRNA CUFF. 253988. 1 played an

important regulatory role in T—2 toxin—induced porcine ovarian granulosa cell injury.
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