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Abstract ; To investigate the molecular characteristics and transcriptional properties of rabbit tumor necrosis factor receptor associated factor
4 (TRAF4), we first cloned and identified the rabbit TRAF4 gene in this study. Through bioinformatics analysis, the molecular characteris-
tics and transcriptional properties of rabbit TRAF4 were predicted. Real—time fluorescence quantitative PCR (RT—qPCR) was used to ana-
lyze the transcriptional changes of the TRAF4 gene in the rabbits infected with enterohemorrhagic Escherichia coli. Furthermore, indirect im-
munofluorescence was employed to determine the subcellular localization of TRAF4. The results showed that the rabbit TRAF4 gene had a
coding region length of 1 422 bp encoding 483 amino acid residues. Comparative analysis of amino acid similarity with other mammals on the
phylogenetic tree revealed a high homology and close evolutionary relationship of rabbit TRAF4 with other mammals. Subcellular localization
experiments demonstrated TRAF4 expression in both the cytoplasm and nucleus. Following infection with enterohemorrhagic E. coli, a down-
regulation trend of TRAF4 transcription was observed in the spleen, kidney, and thymus of the rabbits, suggesting that the TRAF4 gene
might participate in the immune response regulation through a negative feedback mechanism post—infection. In summary, the rabbit TRAF4
gene was successfully cloned in this study, bioinformatics analysis was conducted, the subcellular localization of the gene and transcription
changes post—bacterial infection were elucidated; all of which laid a theoretical foundation for further research on the role of rabbit TRAF4 in
innate immunity.
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