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Abstract; To improve the proliferation level of lumpy skin disease virus (LSDV) in cells, this study compared the proliferation of the
LSDV XJ201901 strain in different cells, and the results showed that MDBK cells were its sensitive cell line. In order to further optimize the
viral proliferation conditions, a type [ interferon (IFN— I ) knockdown MDBK cell line was constructed in this experiment using the

CRISPR/Cas9 technology, and the wild—type and IFN— I knockdown MDBK cell lines were analyzed by qPCR, TCID,, and Western blot.
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The viral content and protein expression in wild—type and IFN— I knockdown MDBK cell lines were evaluated by qPCR, TCIDs, and West-

ern blot assays. The results of the gene sequencing showed the presence of shifted code mutations due to base deletions in the IFN— I knock-

out cell lines, confirming the success of the gene knockout. The results of the qPCR, TCID,, and Western blot assays showed that the IFN—
I knockdown MDBK cell line could significantly promote the replication of the LSDV XJ201901 strain. This study laid a foundation for de-

velopment of LSD vaccines and exploration of virus—cell interaction mechanisms.
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