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Abstract; In order to explore the biological characteristics of Pasteurella multocida from rabbit, the strains were isolated from the lung tis-
sue of 4 cases of dead rabbits from 2013 to 2021. The strains were identified as Pasteurella multocida by PCR due to the kmt gene, and fol-
lowed by PCR identification of capsular serotypes, multilocus sequence typing ( MLST) and 18 kinds of virulence genes, drug sensitivity and
pathogenicity. The 4 strains isolated from rabbit lung tissue were named P1, P2, P3 and P4, respectively. The four isolates were identified
by PCR as positive for the km¢ gene, and they belonged to the capsular serotype F of Pasteurella multocida. Therefore, the 4 isolates were all
of the Pasteurella multocida F type. The results of MLST showed that STs of the 4 isolates were 15, 74, 74 and 67, respectively. The viru-
lence—associated genes HgbA and RpoB gene were positive for the 4 isolates, whereas ToxA, PfhA, ThpA and P6 gene were negative. The
pathogenicity of the 4 isolates was determined to lead to death in mice and SPF chickens infection. The drug sensitivity results showed that the
4 isolates were sensitive to cefoperazone sulbactam, ceftriaxone, norfloxacin, and so on, and a little resistant to doxycycline and florfenicol.
The present study indicated that the 4 isolates from rabbit were all of the Pasteurella multocida capsular serotypes F, belonged to the differ-
ences sequence types, and possessed significant pathogenicity. Hence, this study on the biological characteristics of the strains from dead
rabbit lung tissue contributed to the prevention and control of rabbit pasteurellosis.
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