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Screening and Analysis of Neutrophil Extracellular

Traps-Associated IncRNAs in Lung Adenocarcinoma

ZHAO Yuanyuan,CHEN Yingli, LI Zhiying
(School of Physical Science and Technology .
Inner Mongolia University  Hohhot 010021 ,China)

Abstract: Lung adenocarcinoma is one of the most common subtypes of non-small-cell lung

cancer,accounting for approximately 40% of all lung cancer patients. The significance of long non-

coding RNA (IncRNA) linked to neutrophil extracellular traps (NETs) in lung adenocarcinoma

patients’ prognosis has gradually come to light as research has progressed. Thus, investigating the

connection between IncRNA and NETs can offer a theoretical foundation for the clinical treatment

of patients with lung adenocarcinoma. In this work,we constructed a prognostic model and a surviv-

al model based on 13 IncRNAs by univariate Cox analysis, LASSO regression analysis,and multiva-

riate Cox analysis. The model was validated using survival analysis, ROC curves, and calibration

curves. The ROC curve's data demonstrates the model's significance for lung cancer patients prognosis.
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