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Research Progress on the Interaction Between Ginger’s Primary
Active Component 6-Gingerol and Gut Microbiota
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Abstract: Gut microbiota plays a key role in maintaining host health and regulating metabolism. Modulating the
composition or metabolism of gut microbiota through dietary intake or natural active components to maintain human health
or improve chronic non-hereditary diseases has become a promising strategy in the current field of food science and
preventive medicine. 6-Gingerol, one of the primary contributors to the pungent taste of ginger, exhibits various beneficial
effects, including the regulation of human health. Based on a review of the relationship between intestinal flora and
metabolic disorders as well as neurodegenerative diseases, this paper discusses the latest research progress on the interaction
between 6-gingerol and gut microbiota. 6-Gingerol exerts its health-modulating effects through multiple mechanisms:
improving gut microbiota diversity, promoting the proliferation of beneficial intestinal bacteria, inhibiting the proliferation of
harmful bacteria, and facilitating the production of beneficial metabolites (for example, short-chain fatty acids). This study
aims to provide new insights into the mechanism of 6-gingerol's health-promoting effects and the development of ginger-
related functional foods.
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Fig. 1 6-Gingerol chemical structure and its main biological
effects
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Table 1 Effect of 6-gingerol on gut microbiota
WFEX4 kY] 6-ZZ M 37 i By 1)E WA ]/)E SR
Research subject ~ Animal model 6-Gingerol dosage Increased phyla/genera Decreased phyla/genera Reference
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60% AR i fikfie Al ” Lactobacillus
. oprevotella
C57BL/6I/NR TRHA S = iR 50 mg/kg » Lachnospiraceae 1o]
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SNL(HiZediifi;) il : 74.8 mg/kg . l61]
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Fig. 2 6-Gingerol alleviates gut microbiota dysbiosis
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