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Research advances in estimating the deposition time of forensic biological stains

ZHAO Xingtian' ,YAO Jun®
('The Second Clinical School ,*School of Forensic Medicine ,China Medical University ,Shenyang 110122, China)

Abstract ; Biological traces stains are increasingly applied in fields such as forensic science,ecology ,and archaeolo-
gy. Biological stains in forensic medicine contain rich criminal information. In criminal scene investigations, accurately
determining the persistence time of biological stains is crucial for investigating and identifying the suspect,and narrowing
down investigation scopes. It has significant value for law enforcement agencies in prosecuting criminal behavior. And that
makes it a key topic in modern forensic medicine. The time since deposition of biological traces is influenced by various
factors, including environmental conditions ( such as temperature ,humidity and light) , the type of biological stains,and
external contaminants. Past research has mainly focused on exploring DNA degradation mechanisms,the retention char-
acteristics of traces from different organisms,and the application of various physicochemical methods. With advancements
in molecular biology and chemical analysis techniques, although the inference of the persistence time has become increas-
ingly accurate and many achievements have been made,these methods have remain absent from standard protocols and
lack a unified analytical methodology. Summarizing and analyzing the current research achievements in improving the
accuracy of inference, while addressing the challenges, and providing prospects for future research methods, will help
enhance their application in judicial practice.
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