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B KL EHF TR IS (6 B EF LML A REE), GCERA GCEARA CC A
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The predictive value of IL-6-634 locus gene polymorphism for the 1-year
prognosis in patients with coronary heart disease with HFrEF

HUANG Lihua' ,LIU Fang' ,XIE Shanzhen' |LIN Feining
(' Department of Laboratory ,> Department of Cardiology , People's Hospital Affiliated to
Fujian University of Traditional Chinese Medicine , Fuzhou 350004 , China )

Abstract: Objective To investigate the predictive value of interleukin-6 (IL-6)-634 gene polymorphisms for
I-year prognosis in patients with coronary heart disease complicated by heart failure with reduced ejection fraction
(HFrEF). Methods A total of 188 patients with coronary heart disease complicated by HFrEF who were hospitalized in
the department of cardiology ,the People’s Hospital Affiliated to Fujian University of Traditional Chinese Medicine from
January 2022 to December 2023 were recruited. TagMan probe method was used to detect the gene polymorphism of
IL-6-634 locus. The demographic characteristics, clinical data and other baseline data of patients with different genotypes
(GG,GC, CC) were compared, and a 12-month follow-up observation was conducted. Kaplan-Meier survival curve
method was used to compare the 1-year survival rate of these three groups. Cox regression analysis was used to analyze

the risk factors of 1-year major adverse cardiac events in patients with coronary heart disease and HFrEF. Results  Six
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patients (3.19 %) voluntarily withdrew from the study,and 182 patients were finally included in the study analysis. The

1-year readmission rates of patients with GG genotype , GC genotype and CC genotype due to worsening heart failure were

30.8%,16.4% and 9.9%. The 1-year all-cause mortality rates of the three groups were 19.2%,7.3% ,and 5. 0%,

respectively. Kaplan-Meier survival curve analysis showed that the 1-year survival rate of GG genotype, GC genotype and

CC genotype increased in turn,and the difference in survival curve between the three groups was statistically significant

(P<0.05). Cox regression analysis showed that, compared with the CC genotype, both GG and GC genotypes were risk

factors for 1-year poor prognosis in patients with coronary heart disease complicated by HFrEF. The risk of 1-year MACE
in patients with GG genotype and GC genotype was 3. 23 times (95%CI ;1. 74~6.25) and 1. 94 times (95%CI:1. 03~
3.51) higher than that in patients with CC genotype. Conclusion IL-6-634 gene polymorphism is associated with

1-year prognosis in patients with coronary heart disease complicated by HFrEF. GG and GC genotypes are independent

risk factors for predicting 1-year poor prognosis in these patients.
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