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Advances in the epigenetics of depression
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Abstract ; Depression is one of the major contributors to the global burden of disease. Epigenetic mechanisms, inclu-
ding DNA methylation , histone modifications , and non-coding RNAs , play pivotal roles in its pathogenesis, diagnosis, and
treatment response. This review summarizes recent advances in understanding these epigenetic regulations in MDD,

explores how environmental factors influence disease susceptibility through epigenetic programming, and evaluates the

potential and challenges of epigenetic marks serving as biomarkers for diagnosis and treatment prediction.
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